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EXECUTIVE SUMMARY 
 

Bacterial contamination of surface waters associated with fecal waste pose a public health risk 

when water is consumed or humans are in close contact with the water through swimming and 

other activities.  Water quality criteria for fecal indicator bacteria (FIB) are suggested by the U.S. 

EPA and in California are adopted by state water boards (North Coast Regional Water Quality 

Control Board, NCRWQCB) to protect public health.  A number of indicator bacteria groups are 

used as an indicator of fecal contamination in freshwater, including E. coli, fecal coliform, and 

total coliforms. 

Since 2007, the Quartz Valley Indian Reservation (QVIR) has been collecting surface water 

samples in the Scott River watershed to test for levels of bacterial contamination.  Two sets of 

sites were sampled.  First, baseline sites within the Quartz Valley and along the Scott River were 

sampled to identify specific sites and times of high bacteria levels that may indicate a risk to 

public health.  Many of these sites are public access sites used for fishing, swimming, and 

cultural practices involving water contact.            

The second set of sites is located in cattle grazing allotments along high-elevation streams and 

lakes.  Two active grazing allotments and one retired grazing allotment were sampled to assess 

the impacts of cattle grazing on stream bacteria levels as well as to identify sites and timing of 

bacterial contamination that may pose risks to public health.  These high-elevation sites are in 

U.S. Forest Service wilderness areas and are used by recreators for fishing, swimming and 

drinking water.  

 

Annual patterns of bacteria levels were apparent at both sets of sites.  Quartz Valley and Scott 

River sites had the highest E. coli levels (the bacterial parameter most commonly sampled at 

these sites) in July, though increased levels in the spring and fall were also present, likely due to 

rain events.  At grazing allotment sites, fecal coliform levels (the bacterial parameter most 

commonly sampled at high elevation sites) gradually increased throughout the sampling season 

from June through October, peaking in October.  Interannual trends in bacteria levels were less 

obvious, though there appears to be some increases in bacteria levels at grazing allotment sites 

since systematic monitoring began in 2011.  

 

Comparisons of stream bacteria levels between actively grazed sites and retired or inaccessible 

ungrazed (i.e., control) sites suggest that cattle grazing is likely causing increased bacteria levels 

at high-elevation stream and lakes.  Bacteria levels were higher at active grazing sites, both 

during the active grazing season as well as when cows were not present on allotments, likely due 

to fecal matter on the landscape from the previous grazing season.  Comparisons of data at 

individual sites between when cows were not present on the allotments to the active grazing 

season show increases at all active grazing allotment sites, whereas bacteria levels at only some 

of the control sites increased during this same time period.  Future monitoring of cattle use of 

specific stream reaches may help to explain the relationship between cattle use and bacteria 

levels in more detail.   

 

When five samples of E. coli or fecal coliform were available in a 30-day period at any site, as 

specified by U.S. EPA and NCRWQCB criteria, we compared the geometric means and 

statistical threshold values to the water quality criteria for the respective bacterial indicator.  
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There were 24 sites that had samples collected frequently enough to conduct this comparison at 

least one time, most of which were sites within grazing allotments.  Of the four Quartz Valley 

and Scott River sites, three had at least one water quality exceedance.  At grazing allotment sites 

12 of the 19 sites had at least one water quality exceedance.  One of the five ungrazed allotment 

sites had at least one exceedance, whereas 11 of the 15 actively grazed allotment sites had at 

least one exceedance.   

 

Many sites were sampled one to two times in a 30-day period, less frequently than the sampling 

schedule suggested by the water quality criteria.  For sites sampled at least five times in one year 

between April and October, we combined all samples for the bacterial indicator sampled and 

calculated the geometric mean and percent of samples exceeding the statistical threshold values 

for that indicator bacteria.  Although the results of these calculations should not be used to 

identify sites that do or do not exceed water quality criteria due to the difference in sampling 

frequency, they can be used to identify potential problem sites that warrant more frequent 

sampling to protect public health.  We calculated statistics at 10 sites in the Quartz Valley and 

along the Scott River during at least one year.  Some sites had sufficient data to calculate 

statistics for all eight years of the study.  Seven of the 10 sites exceeded beach action values (the 

value of E. coli concentrations at which U.S. EPA suggests posting public health notifications for 

bacterial contamination) during at least one year of the study.  At grazing allotment sites, both 

active and inactive control sites, a total of 27 sites had at least five bacteria samples during the 

April through October period.  Of these 27 sites, 11 sites had bacteria levels above the beach 

action value or the single sample maximum (the value of fecal coliform concentration at which 

the NCRWQCB states individual samples should not exceed).   

 

Understanding annual patterns of bacteria levels, inter-annual trends, and the spatial distribution 

of sites with high bacteria levels will allow for concentrating monitoring resources to times and 

sites with elevated public health risks.  Comparison of high frequency bacteria samples to water 

quality criteria will assist the NCRWQCB in making decisions regarding which streams in the 

Scott River watershed to list as impaired by bacterial contamination.  Additionally, initial 

analysis of the effects of cattle grazing on stream bacteria levels lays the foundation for more in-

depth study of the relationship between cattle grazing and stream bacteria levels, if resources 

become available for these studies. 
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1 INTRODUCTION 

1.1 BACKGROUND 

The 1964 Wilderness Act set aside specific public lands as places where “the earth and its 

community of life are untrammeled by man,” however, cattle grazing allotments were “grand-

fathered” in as long-term leases from the U.S. Forest Service (USFS) to private parties and 

grazing continues where it was occurring prior to the wilderness designation. Under the terms of 

the lease, and with monitoring by Forest Service personnel, grazing is managed so as to limit the 

impacts on wilderness characteristics and ecological function. Some level of disturbance is 

permitted and cattle presence is evident within wilderness areas as localized erosion to stream 

banks, areas of grazed vegetation, presence of cattle trails, and presence of cattle dung. Some 

wilderness users object to these observable impacts, and for some, the presence of cattle 

themselves is objectionable.  

Quartz Valley Indian Reservation (QVIR), in cooperation with the Klamath National Forest 

(KNF), and the Northern California Resource Center (NCRC) have been monitoring stream 

bacteria concentrations associated with three cattle grazing allotments within wilderness areas in 

the Klamath National Forest during the months of August and September since 2012. Initial 

investigations began in 2007 when the QVIR began implementing their water quality-monitoring 

program focusing on understanding the health of the Shackleford sub-basin in the Scott River 

watershed and the associated impacts to Tribal cultural resources. The Shackleford grazing 

allotment is at the headwaters of the sub-basin, in the Marble Mountain Wilderness, and flows 

through the Reservation.   

In 2011, members of the Tate Lab at U.C. Davis investigated the effects of cattle grazing on 

stream bacteria concentrations within 14 grazing allotments in Northern California, including 

sampling locations in the Shackleford allotment and the Mill Creek allotment, located within the 

Scott River Basin in the Trinity Alps Wilderness (Kromschroeder 2012, Roche et al. 2013).  

During the following three years QVIR, NCRC and USFS developed and implemented the 

current sampling program by building on the U.C. Davis study. Sampling now includes the 

Shackleford allotment, the Mill Creek allotment and the Kidder Creek allotment, which is a 

“retired” ungrazed allotment. Forest fires in 2014 prevented our sampling to continue in 

Shackleford and Kidder but the Mill Creek allotment was sampled. 

Water samples are analyzed for total coliform, fecal coliform and/or Escherichia coli (E.coli) 

concentrations and compared to water quality objectives listed in the North Coast Regional 

Water Quality Control Board’s (NCRWQCB) Basin Plan to determine whether presence of cattle 

grazing is associated with elevated bacteria in streams. As a threshold of comparison, we used 

the NCRWQCB REC-1 standards for fecal coliform—these fecal coliform standards are derived 

to protect contact recreation activities in which ingestion of water is reasonably likely, such as 

fishing, swimming, wading, and others. 

Analysis has varied over the years and by project between fecal coliform and E.coli as an 

indicator group. During the 2014 season we collected both and will continue to collect both in 

the future in hopes of determining the relationship between the two indicators. Fecal coliform is 
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a class of total coliform and includes E. coli among other species. Total coliform would over 

estimate fecal coliform concentrations, while analysis of E. coli would under estimate fecal 

coliform. Total coliform includes Escherichia, Enterobacter, Klebsiella, and Citrobacter bacteria 

genera originating from fecal or vegetative (environmental) sources.  Fecal coliform includes 

Escherichia, Klebsiella, and Citrobacter genera.  E. coli (Escherichia coli) is derived solely from 

human or animal dung.  One source states that 60% to 90% of total coliforms are fecal and, 90% 

of fecal coliforms are Escherichia and typically E. coli (APHA 1992); however, data presented 

in Section 3.3 of this report indicates that at QVIR monitoring sites, only 5% of total coliforms 

are fecal, 2% of total coliforms are E. coli, and 50% of fecal coliforms are E. coli.  

Best Management Practices (BMPs) were developed by the USFS for grazing allotments and 

annual checklists completed by USFS personnel are performed on randomly selected allotments. 

Through our water quality sampling efforts we hope to understand if current BMPs and 

checklists are adequate in assessing the impacts to water quality from cattle grazing.  

In addition to monitoring streams within USFS grazing allotments, we have been monitoring 

streams within the Quartz Valley and sites along the Scott River for fecal indicator bacteria (FIB) 

as part of on-going water quality monitoring efforts (QVIR 2008, 2009, 2011, 2012, 2013). 

Annual and seasonal variations in bacteria concentrations have allowed the Environmental 

Program to prepare for tribal notifications of the health threats associated with popular 

swimming holes in the Scott River and Quartz Valley tributaries, as well as the wilderness lakes. 

1.2 STUDY GOALS 

The purpose of this study is to describe the patterns and concentrations of fecal indicator bacteria 

sampled in streams in the Scott River watershed during the initial eight-year monitoring period.  

We split the samples into two distinct groups (wilderness grazing allotment sites and baseline 

monitoring sites in the Quartz Valley and Scott River).  For each group of sites, we 1) described 

seasonal and annual variation in bacteria concentrations; 2) calculated site-specific metrics to 

compare bacteria concentrations to water quality objectives; 3) suggested changes to past 

monitoring efforts to concentrate resources toward monitoring sites with high bacteria levels.  

Additionally, we compared grazed and ungrazed sites, as well as times of active grazing and 

times of no cattle present, to assess the impact of grazing on stream bacteria concentrations in 

grazing allotments.   

1.3 DESCRIPTION OF STUDY AREA 

Bacteria samples were collected throughout the 814 square mile Scott River watershed, located 

in northwest California (Figure 1, Figure 2, Table 1, and Table 2).  Watershed elevation ranges 

from 8540 feet at China Mountain to 1460 feet at the confluence of the Scott River and Klamath 

River.  Surface flows in the Scott River watershed are influenced by the Mediterranean climate 

regime, in which most precipitation occurs during the winter and summers are characterized by 

drought.  Large discharge events occur due to winter rains and spring snowmelt.  Land use in the 

watershed includes cattle grazing, agriculture, mining, logging, and urban development.           
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Figure 1.  Map of all bacteria sampling locations in the Scott River watershed where more than five 
samples were collected during the eight-year study period. 
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Figure 2.  Map of bacteria sampling sites within U.S. Forest Service grazing allotments in the Scott River 

watershed where more than five samples were collected during the eight-year study period.   

 

Table 1.  Site code, description, management, and location for bacteria sampling sites with at least five 

samples collected during the study period in the Quartz Valley and Scott River 

Baseline monitoring sites:  Quartz Valley 

   Site 

Code Site Description Management Latitude Longitude 

SRES Shackleford Creek at Quartz Valley USA Indian Trust 41.59333 -122.97500 

CHTH Shackleford Creek near mouth Private 41.61528 -122.96550 

MICR Mill Creek above Shackleford Creek Private 41.55791 -122.99454 

SHFL Shackleford Creek at falls Private 41.59055 -123.00080 

SNCR Sniktaw Creek USA Indian Trust 41.61473 -122.98150 

 

Baseline monitoring sites:  Scott River 

   Site 

Code Site Description Management Latitude Longitude 

SRSF Scott River South Fork USFS 41.29569 -122.80900 

SREF Scott River East Fork USFS 41.30664 -122.79740 

HORN Scott River at Horn Lane Private 41.45741 -122.85248 

SRGA Scott River at Gage Private 41.64000 -123.01380 

SRJB Scott River at Jones Beach USFS 41.63944 -123.05910 
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Table 2.  Site code, description, location and grazing status for bacteria sampling sites with at least five 

samples collected during the study period in Forest Service grazing allotments in the Scott River 

headwaters. 

Shackleford Allotment:  Marble Mountain Wilderness    

Site 

Code 
Site Description Latitude Longitude 

Grazing 

Status 

SF01 Shackleford Cr. below Shackleford Falls and 

swimming hole 

41.59292 -122.99569 active 

SF02 Shackleford Cr. above Shackleford Falls and 

swimming hole 

41.59173 -122.99964 active 

SF04 Shackleford Cr. above trailhead and corral 41.56136 -123.05067 active 

SF03 Shackleford Cr. below corral and culvert 41.56210 -123.04741 active 

SF05 Shackleford Cr. at gate below meadow complex, 

directly below rock wall 

41.55739 -123.06350 active 

SF06 Long High Cr. above confluence with Shackleford Cr. 

and above trail crossing 

41.55118 -123.07390 active 

SF07 Shackleford Cr. above confluence with Long High Cr. 41.55097 -123.07440 active 

SF08 Shackleford Cr. above Campbell Lake tributary 

(directly above log crossing) 

41.54436 -123.09220 active 

SF09 Isolates Campbell Lake tributary before confluence 

with Shackleford Cr. 

41.54341 -123.09240 active 

SF10 Shackleford Cr. below Log Lake Meadow complex 

and slightly above lake 

41.54439 -123.09960 active 

SF11 Shackleford Cr. above Log Lake 41.54243 -123.10600 active 

SF14 Campbell Lake tributary below Campbell lake 

(swimming and dispersed camping) and above 

confluence with unnamed tributary 

41.53941 -123.09877 active 

SF16 Campbell Lake tributary above inlet for Campbell 

Lake 

41.53205 -123.10750 active 

SF18 Isolates Emerald Tributary, ungrazed without heavy 

recreation 

41.54459 -123.08910 inactive 

SF19 Isolates unnamed tributary above confluence with 

Shackleford Cr., near trail split for Calf Lake 

41.54576 -123.09630 active 

Kidder Creek Allotment:  Marble Mountain Wilderness    

Site 

Code 
Site Description Latitude Longitude 

Grazing 

Status 

KI01 Kidder Creek above first unnamed tributary crossing 

Kidder Creek Trail from the wilderness boundary 

41.50808 -123.05490 inactive 

KI02 Kidder Creek above Kidder Lake tributary 41.51194 -123.08460 inactive 

KI03 Kidder Creek adjacent to Hays Meadow 41.50744 -123.09240 inactive 
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Mill Creek Allotment:  Trinity Alps Wilderness    

Site 

Code 
Site Description Latitude Longitude 

Grazing 

Status 

MC01 East Boulder Cr. below trail head and camping 41.25240 -122.79600 active 

MC02 East Boulder Cr. below first meadow 41.24780 -122.79409 active 

MC03 East Boulder Cr. above confluence 41.23999 -122.79030 active 

MC04 Unnamed tributary above confluence with East 

Boulder Cr. 

41.23790 -122.79000 active 

MC05 East Boulder Cr. at the outlet of East Boulder Lake, 

below meadow complex 

41.23361 -122.78625 active 

MC06 East Boulder Cr. above inlet for East Boulder Lake 41.22897 -122.78560 active 

MC07 East Boulder Cr. below outlet for Upper Lake 41.22540 -122.78390 active 

MC08 East Boulder Cr. above inlet for Upper Lake 41.22347 -122.78320 active 

MC09 Fox Creek at road, no grazing in this drainage 41.24351 -122.83900 inactive 

 

 

 

Figure 3.  Photographs: (A) cattle grazing in lakeside meadow, (B) Campbell Lake within the Shackleford 

Grazing Allotment, and (C) a llama assisting QVIR pack sampling gear into the backcountry. 

B C 
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Mill Creek Allotment:  Trinity Alps Wilderness    
Site 
Code 

Site Description Latitude Longitude Grazing 
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MC02 East Boulder Cr. below first meadow 41.24780 -122.79409 active 

MC03 East Boulder Cr. above confluence 41.23999 -122.79030 active 

MC04 Unnamed tributary above confluence with East 
Boulder Cr. 

41.23790 -122.79000 active 

MC05 East Boulder Cr. at the outlet of East Boulder Lake, 
below meadow complex 

41.23361 -122.78625 active 

MC06 East Boulder Cr. above inlet for East Boulder Lake 41.22897 -122.78560 active 

MC07 East Boulder Cr. below outlet for Upper Lake 41.22540 -122.78390 active 
MC08 East Boulder Cr. above inlet for Upper Lake 41.22347 -122.78320 active 
MC09 Fox Creek at road, no grazing in this drainage 41.24351 -122.83900 inactive 
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Grazing Allotment, and (C) a llama assisting QVIR pack sampling gear into the backcountry. 

B C

A 

Patterns in Fecal Indicator Bacteria in the Scott River Watershed, 2007-2014



_________________________________________________________________________________________________________________________________

 

7     

2 METHODS 

2.1 SAMPLING METHODS 

Fecal indicator bacteria samples were collected at over 55 sites (Appendix A) from 2007 to 2014 

from streams in the Scott River watershed.  Samples were analyzed for one to three bacterial 

indicators (E. coli, fecal coliform, or total coliform) depending on the site and the year (Figure 

4).  Sampling was performed by three crews of two technicians each working simultaneously in 

each allotment, using a clean catch method, as described in the sampling protocol provided at the 

end of this document (Appendix B).  In 2011, sampling at grazing allotments (as described 

below) was conducted by the Tate Lab (Kromschroeder 2012).   

 

 

Figure 4.  Number of fecal indicator bacteria samples by sample type and year for all sites in this study.   

 

Two sets of data were collected during the eight-year sampling period.  Baseline monitoring sites 

in the Quartz Valley and Scott River were monitored beginning with E. coli monitoring in 2007 

(Figure 5).  Additional sites and FIB indicators were added in 2009.  Sites were generally 

sampled from April through October, with additional sample collection in the winter and early 

spring during 2009 and 2010.  Total coliform and E. coli were sampled at most sites during most 

years, while fecal coliform was only sampled during 2013 at these baseline monitoring sites. 
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Figure 5.  Sample timing by date and indicator bacteria type for baseline monitoring sites in the Quartz 

Valley and Scott River at sites with more than five samples present. 

 

Bacteria samples were collected in grazing allotments in the Scott River headwaters.  Three 

allotments were sampled, with the majority of the sampling occurring between 2011 and 2014, 

when six to 23 sites were sampled annually.  Prior to 2011, only one to four sites were sampled 

annually, all within the Shackleford allotment(Figure 6, Figure 7, and Figure 8).  In 2011, 

samples were collected monthly from June through November at most sites within the 

Shackleford and Mill Creek allotments.  In 2012, samples were collected weekly from mid-

August through September in the previously sampled allotments, as well as in the Kidder Creek 

allotment, which is no longer actively grazed.  Additional samples were collected at some sites in 

2012.  In 2013, weekly samples were collected for five weeks in early summer, and again for 

five weeks in late summer at all sites, and analyzed for fecal coliform only.  In 2014, samples 

were collected at only six sites, all within the Mill Creek allotment, according to the same 

sampling schedule as 2013.  Samples were not collected from the Shackleford or Kidder Creek 

allotments in 2014 due to wildfires.    
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Figure 6.  Sample timing by date and indicator bacteria type at sampling sites in the Shackleford Creek 

Grazing allotment at sites with more than five samples present.   

 

 

Figure 7.  Sample timing by date and bacteria type at sampling sites in the Mill Creek Grazing allotment.   
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Figure 8.  Sample timing by date and indicator bacteria type at sampling sites in the Kidder Creek 

Grazing allotment (retired allotment; no grazing during study period).   

2.2 SAMPLE COLLECTION AND LABORATORY ANALYSIS 

 

A vertical, depth-integrated stream water collection was made at the stream channel thalweg. 

Water was collected in sterilized, acid-washed one liter sample containers, which were 

immediately stored on ice. All samples were analyzed for fecal coliform, total coliform and/or E. 

coli within eight hours of field collection.  

Most samples were analyzed at the Quartz Valley Indian Reservation’s state certified bacteria 

laboratory using IDEXX Colilert/Quantity Trays 2000 System, following Standard Method 

number 9223 B, the Enzyme Substrate Coliform Test.  Sample data is expressed as a density or 

concentration using the units cfu/100 ml, which is the most probable number of colony forming 

units per 100 ml of sample.   

Samples from the grazing allotments in 2011 were determined by direct one step membrane 

filtration and incubation on selective agar following standard method SM9222D at the U.C. 

Davis Tate Laboratory (Kromschroeder 2012).     

2.3 DATA ANALYSIS 

We compiled data from eight years of sampling in the Scott River watershed.  The complete 

dataset is included as Electronic Appendix E. We categorized samples by study type (“bg” for 

Scott River and Quartz Valley sites, grazing for grazed allotment sites, ungrazed for allotment 

sites without active grazing, and “ss” for samples taken as part of a special study).  Here, we 

report on the first three data categories, and exclude special studies due to different sampling 

strategies and goals.  We included only one sample per site per day in our analysis, so when 

more than one sample was present, we labeled the second sample as a duplicate in the database.  

We excluded all duplicates and blanks from the analysis.  Data entered as <1 was forced to 1, 

and data entered as >2419.6, the maximum number of countable cells per plate, was forced to 

2420.   

We calculated descriptive statistics for bacteria samples taken from the grazing allotments in the 

Scott River headwaters.  We calculated the mean, standard deviation, median, and maximum 

values for each allotment (Shackleford, Mill Creek, and Kidder Creek) by year.  Calculations 

were made for E. coli, total coliform, and fecal coliform, when more than one sample was 

present per year. 
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We examined temporal trends in the FIB data.  To assess annual variation in FIB levels, we 

plotted medians, interquartile ranges, arithmetic means and geometric means of E. coli and total 

coliform by month at the baseline monitoring sites in the Quartz Valley and Scott River.  We 

calculated geometric means by adding 1 to all input values before multiplying the values and 

taking the n
th 

root of the product, and then subtracted 1 from the final product.  The extra step of 

adding 1 to each number and subtracting 1 from the product accounts for zeros in the dataset.  

We assessed interannual trends in FIB levels by comparing E. coli levels at the three sites 

(MICR, SRGA, and CHTH) that were sampled each year from 2008 to 2014 during the same 

summer and autumn dates.  We compared levels during June through October each year when 

sampling was conducted on the same date at each site as to not introduce bias from seasonal 

variation.     

We assessed temporal trends in fecal coliform and E. coli from grazing allotment sites by month 

from June through October, using data from all grazing allotment sites and years.  To examine 

annual variation, we compared E. coli levels at five sites in the Mill Creek allotment (MC04, 

MC06, MC07, MC08, MC09) in 2011, 2012, and 2014 during August and September, when all 

five of these sites were sampled at least one time per month.  For fecal coliform, we compared 

the sites listed above, as well as MC05, which also had fecal coliform data during three years.  

We compared medians, ranges, arithmetic and geometric means at these sites for 2011, 2013, and 

2014 as an indicator of annual variation in bacteria concentrations in the grazing allotments.   

Some samples included laboratory analysis for more than one FIB parameter, enabling 

comparisons between E. coli, fecal coliform, and total coliform concentrations. We used two 

techniques to assess the relationship between the FIB parameters. The first was to construct 

scatterplots on a log-log scale, with a Locally Estimated Scatterplot Smoothing (LOESS) 

regression curve (Helsel and Hirsch 2002) fit as a visual aid. The LOESS smoother is useful for 

visually examining the overall relationship between two parameters when there are many data 

points, considerable scatter, and the relationship is non-linear.  The second technique was to 

calculate the ratios between FIB parameters (i.e., E. coli:fecal coliform). 

We assessed the effect of cattle grazing on stream bacteria levels.  We compared grazed sites to 

ungrazed sites (retired allotments or sites inaccessible to cattle) by plotting medians and ranges 

of fecal coliform samples on these two site types, both before and after active grazing. We 

plotted medians and ranges of fecal coliform at each site while cattle were actively grazing and 

while cattle were not actively grazing.  

We compared bacteria levels to regulatory benchmarks to identify sites posing potential public 

health risks.  Water quality criteria recommendations and water-board standards suggest 

collecting and analyzing a minimum of five bacteria samples in a 30-day period (U.S. EPA 2012, 

NCRWQCB 2011).  The U. S. EPA criterion suggests using E. coli as the primary indicator of 

fecal contamination of freshwater, whereas the NCRWQCB suggests using fecal coliform.  

Although regulatory agencies suggest using the five samples with the highest bacteria levels 

during the 30-day period, there were no cases when more than five samples were collected 

during a 30-day period in our data set.  We calculated the geometric mean as described above 

any time that five samples of E. coli or fecal coliform taken within a 30-day period.  We 

calculated the percent of samples during that same period that exceeded the benchmarks set forth 

by the U.S. EPA and NCRWQCB (Table 3).   
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Table 3.  Benchmarks and threshold values for E. coli and fecal coliform from U.S. EPA 2012 standards 

and the NCRWQCB Basin Plan 

Abbre-

viation Definition 

Threshold 

Value 

(cfu/100ml) 
Illness 

Rate 

Bacterial 

Indicator 

 

 

Source 

BAV Beach action value 190 32/1000 E. coli U.S. EPA (2012) 

BAV Beach action value 235 36/1000 E. coli U.S. EPA (2012) 

STV Statistical threshold value 320 32/1000 E. coli U.S. EPA (2012) 

STV Statistical threshold value 410 36/1000 E. coli U.S. EPA (2012) 

SSM Single sample maximum 400 NA Fecal coliform NCRWQCB (2011) 

 

We marked the “exceeded” category with a “yes” if:  1) the geometric mean for E. coli was more 

than 100 cfu/100 ml; 2) the geometric mean for fecal coliform was over 50 cfu/100 ml; or 3) any 

of the benchmarks in Table 3 were exceeded by more than 10% of samples at a site for any given 

year.  Because E. coli is a sub-set of fecal coliform, it may be more appropriate to compare E. 

coli to the fecal coliform standard of 50 cfu/100 ml, or even a lower number. 

We calculated similar metrics as above for bacteria samples collected from April through 

October.  Because a majority of the bacteria sampling was conducted less frequently than five 

samples in 30 days, we calculated seasonal geometric means and percent of samples exceeding 

threshold and benchmark values (Table 3) at each site and each year when a minimum of five 

samples were taken for either E. coli or fecal coliform.  We also combined samples from each 

site across all years and calculated geometric means and percent of samples exceeding threshold 

values.  Although data from these sites should not be compared directly to water quality criteria 

recommendations due to variable sampling frequencies, the data can be used to identify potential 

sites of contamination where more sampling should be conducted in the future.       

 

 

3 RESULTS AND DISCUSSION 

3.1 COMPARING BACTERIA LEVELS TO REGULATORY BENCHMARKS 

Bacteria samples were not routinely collected at Scott River and Quartz Valley sites frequently 

enough to directly compare the geometric means and statistical threshold values to the U.S. EPA 

standards.  In 2009, higher frequency sampling of E. coli was conducted at four sites for portions 

of the year that resulted in five samples collected within a 30-day period. We were able to 

compare E. coli levels to regulatory benchmarks once at SRJB, and three times each at SRGA, 

CHTH, and SNCR, resulting in a total of 10 comparisons.  Geometric means exceeded 100 

cfu/100 ml at 50% of the comparisons, and the statistical threshold value was exceeded at 60% 

of the comparisons, resulting in seven threshold exceedances (Table 4).   
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Table 4.  Geometric means (GM) and percent of samples that exceeded regulatory benchmarks* for E. 

coli in 2009 at Quartz Valley and Scott River sites based on five samples collected within a 30-day 

period.  

Site Year 

Date of 

1st sample n GM 

BAV 

(3.2%) 

BAV 

(3.6%) 

STV 

(3.2%) 

STV 

(3.6%) Exceeded? 

SRJB 2009 21 May 5 47 0% 0% 0% 0% 

 SRGA 2009 22 Apr 5 159 40% 40% 40% 40% yes 

SRGA 2009 27 May 5 73 20% 20% 20% 20% yes 

SRGA 2009 01 Jul 5 40 20% 20% 0% 0% 

 SNCR 2009 13 May 5 153 40% 40% 20% 20% yes 

SNCR 2009 17 Jun 5 331 80% 80% 40% 40% yes 

SNCR 2009 21 Jul 5 562 80% 80% 80% 80% yes 

CHTH 2009 13 May 5 25 0% 0% 0% 0% 

 CHTH 2009 17 Jun 5 128 40% 20% 0% 0% yes 

CHTH 2009 21 Jul 5 63 40% 20% 20% 0% yes 

   * For E. coli, beach action values (BAV) are set at 190 cfu/100 ml using an illness rate of 3.2% of 

primary contact recreators, or 235 cfu/100 ml using an illness rate of 3.6% of primary contact recreators.  

The statistical threshold value (STV) for E. coli are set at 320 cfu/100 ml using an illness rate of 3.2% of 

primary contact recreators, or 410 cfu/100 ml using an illness rate of 3.6% of primary contact recreators. 

If the GM is above 100 cfu/100 ml for E. coli (the U.S. EPA standard using a suggested illness rate of 

3.2% of primary contact recreators) or if the BAV, or STV threshold is exceeded by 10% or more of the 

samples, we considered that site year as having a standard exceeded.    

 

Bacteria sampling at grazing allotment sites was often conducted more frequently, which 

resulted in five samples collected in a 30-day period in many cases.  In 2012, high frequency 

sampling for E. coli was conducted at 16 grazing allotment sites, five of which were ungrazed 

control sites (Table 5).  Sampling was conducted beginning on August 28
th

 (with the exception of 

SF11 and SF19, in which sampling began on August 20
th

), and continued approximately weekly, 

resulting in five samples collected during 30 days or less.  The 2012 samples were collected 

during the active grazing season.  The statistical threshold value was exceeded at one ungrazed 

site and three grazed sites, while the geometric means never exceeded 100 cfu/100 ml in 2012.  

High frequency bacteria sampling is important in the grazing allotment sites, where there is high 

temporal variability in E. coli levels as demonstrated through exceedance of statistical threshold 

values rather than geometric means.  Swimmers and wilderness area users relying on these 

streams for drinking water should be aware that variability in bacteria levels is common, and 

sampling results may not capture all spikes.  

  

Patterns in Fecal Indicator Bacteria in the Scott River Watershed, 2007-2014



_________________________________________________________________________________________________________________________________

 

14     

Table 5.  Geometric means (GM) and percent of samples that exceeded regulatory benchmarks* for E. 

coli in 2012 at grazing allotment sites based on five samples collected within a 30-day period.  

 

 

  
E. coli 

       

Site Year 

Date of 

1st sample 

Grazing 

status 

Cows 

on? n GM 
BAV 

(3.2%) 
BAV 

(3.6%) 
STV 

(3.2%) 
STV 

(3.6%) 
Exceed

-ed? 

SF18 2012 28 Aug ungrazed no 5 20 20% 20% 20% 20% yes 

MC09 2012 28 Aug ungrazed no 5 27 0% 0% 0% 0% 

 KI01 2012 28 Aug ungrazed no 5 2 0% 0% 0% 0% 

 KI02 2012 28 Aug ungrazed no 5 1 0% 0% 0% 0% 

 KI03 2012 28 Aug ungrazed no 5 6 0% 0% 0% 0% 

 MC04 2012 28 Aug grazed yes 5 71 0% 0% 0% 0% 

 MC06 2012 28 Aug grazed yes 5 14 20% 20% 0% 0% 

 MC07 2012 28 Aug grazed yes 5 48 20% 20% 20% 0% yes 

MC08 2012 28 Aug grazed yes 5 33 0% 0% 0% 0% 

 SF05 2012 28 Aug grazed yes 5 14 0% 0% 0% 0% 

 SF06 2012 28 Aug grazed yes 5 3 0% 0% 0% 0% 

 SF08 2012 28 Aug grazed yes 5 2 0% 0% 0% 0% 

 SF10 2012 28 Aug grazed yes 5 5 0% 0% 0% 0% 

 SF11 2012 20 Aug grazed yes 5 15 20% 20% 20% 20% yes 

SF16 2012 28 Aug grazed yes 5 3 0% 0% 0% 0% 

 SF19 2012 20 Aug grazed yes 5 62 20% 20% 20% 20% yes 

   * For E. coli, beach action values (BAV) are set at 190 cfu/100 ml using an illness rate of 3.2% of 

primary contact recreators, or 235 cfu/100 ml using an illness rate of 3.6% of primary contact recreators.  

The statistical threshold value (STV) for E. coli are set at 320 cfu/100 ml using an illness rate of 3.2% of 

primary contact recreators, or 410 cfu/100 ml using an illness rate of 3.6% of primary contact recreators. 

If the GM is above 100 cfu/100 ml for E. coli (the U.S. EPA standard using a suggested illness rate of 

3.2% of primary contact recreators) or if the BAV or STV threshold is exceeded by 10% or more of the 

samples, we considered that site year as having a standard exceeded.    

 

In 2013 sampling occurred both before grazing and during grazing at active grazing sites, and 

during similar dates at the ungrazed sites.  We calculated exceedances for fecal coliform only (no 

E. coli data were collected in 2013 at the grazing allotment sites) at 18 sites prior to the grazing 

season, with the first sample in the set of five having been collected between June 4
th

 and June 

19
th

.  No exceedances occurred during this time.  The second set of samples were collected 

weekly beginning on August 27
th

.  No exceedances occurred at the ungrazed sites.  At the 

actively grazed sites, geometric means exceeded 50 cfu/100 ml at eight sites, with an additional 

site having a single sample exceeding the single sample maximum value of 400 cfu/100 ml, 

resulting in a total of nine exceedances, or 60% of grazed sites during the active grazing season 

(Table 6). 
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Table 6.  Geometric means (GM) and percent of samples that exceeded regulatory benchmarks* for fecal 

coliform in 2013 based on five samples collected within a 30-day period.  

     
Fecal coliform 

 

Site Year 

Date of 1st 

sample 

Grazing 

status 

Cows 

present 
n GM SSM Exceeded? 

MC09 2013 04 Jun ungrazed no 5 2 0% 

 KI01 2013 04 Jun ungrazed no 5 3 0% 

 KI02 2013 04 Jun ungrazed no 5 2 0% 

 KI03 2013 04 Jun ungrazed no 5 1 0% 

 MC04 2013 04 Jun grazed no 5 10 0% 

 MC05 2013 19 Jun grazed no 5 2 0% 

 MC06 2013 04 Jun grazed no 5 3 0% 

 MC07 2013 04 Jun grazed no 5 2 0% 

 MC08 2013 04 Jun grazed no 5 4 0% 

 SF05 2013 04 Jun grazed no 5 3 0% 

 SF06 2013 04 Jun grazed no 5 1 0% 

 SF07 2013 04 Jun grazed no 5 3 0% 

 SF08 2013 04 Jun grazed no 5 8 0% 

 SF10 2013 04 Jun grazed no 5 7 0% 

 SF11 2013 04 Jun grazed no 5 2 0% 

 SF14 2013 19 Jun grazed no 5 1 0% 

 SF16 2013 04 Jun grazed no 5 6 0% 

 SF19 2013 04 Jun grazed no 5 2 0% 

 SF18 2013 27 Aug ungrazed no 5 10 0% 

 MC09 2013 27 Aug ungrazed no 5 13 0% 

 KI01 2013 27 Aug ungrazed no 5 7 0% 

 KI02 2013 27 Aug ungrazed no 5 3 0% 

 KI03 2013 27 Aug ungrazed no 5 3 0% 

 MC04 2013 27 Aug grazed yes 5 766 80% yes 

MC05 2013 27 Aug grazed yes 5 57 0% yes 

MC06 2013 27 Aug grazed yes 5 37 0% 

 MC07 2013 27 Aug grazed yes 5 95 20% yes 

MC08 2013 27 Aug grazed yes 5 19 0% 

 SF03 2013 27 Aug grazed yes 5 9 0% 

 SF05 2013 27 Aug grazed yes 5 196 20% yes 

SF06 2013 27 Aug grazed yes 5 4 0% 

 SF07 2013 27 Aug grazed yes 5 68 0% yes 

SF08 2013 27 Aug grazed yes 5 9 0% 

 SF10 2013 27 Aug grazed yes 5 163 0% yes 

SF11 2013 27 Aug grazed yes 5 47 20% yes 

SF14 2013 27 Aug grazed yes 5 55 0% yes 

SF16 2013 27 Aug grazed yes 5 49 0% 

 SF19 2013 27 Aug grazed yes 5 141 20% yes 

   * The single sample maximum (SSM) for fecal coliform is set at 400 cfu/100 ml.  If the GM is above 50 

cfu/100 ml for fecal coliform or if more than 10% of samples are above the SSM limit, we considered that 

site as having a standard exceeded.    
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In 2014 only five sites were sampled five times within 30 days, all within the Mill Creek grazing 

allotment, because a wildfire prevented access to sites within the Kidder Creek and Shackleford 

allotments.  All sites were active grazing sites, sampled while cows were present on the 

allotment (Table 7).  Bacteria samples from 2014 were analyzed for both E. coli and fecal 

coliform.  Two of the five sites exceeded regulatory benchmarks for E. coli, while all five sites 

exceeded the benchmarks for fecal coliform.  Regulatory standards for fecal coliform are set by 

the NCRWQCB and have lower limits for geometric means than the standards recommended by 

the U.S. EPA (2012) for E. coli, even though E. coli levels are generally about half of fecal 

coliform levels (Figure 27).       

Table 7.  Geometric means (GM) and percent of samples that exceeded regulatory benchmarks* for E. 

coli and fecal coliform in 2014 based on five samples collected within a 30-day period.  

     
E. coli 

  

Fecal coliform 

 

Year Site 

Date of 

1st 

sample 

Grazing 

status 

Cows 

present n GM 
STV 

(3.2%) 
STV 

(3.6%) n GM SSM 

Exceed

-ed? 

2014 MC04 26 Aug grazed yes 5 38 20% 20% 5 83 20% yes 

2014 MC05 27 Aug grazed yes 5 7 0% 0% 5 75 20% yes 

2014 MC06 28 Aug grazed yes 5 41 0% 0% 5 77 0% yes 

2014 MC07 29 Aug grazed yes 5 129 40% 40% 5 324 60% yes 

2014 MC08 30 Aug grazed yes 5 18 0% 0% 5 45 20% yes 

   * For E. coli, beach action values (BAV) are set at 190 cfu/100 ml using an illness rate of 3.2% of 

primary contact recreators, or 235 cfu/100 ml using an illness rate of 3.6% of primary contact recreators.  

In 2014, the percent of samples exceeding BAV were the same as the percent of samples exceeding 

STVs.  The statistical threshold value (STV) for E. coli are set at 320 cfu/100 ml using an illness rate of 

3.2% of primary contact recreators, or 410 cfu/100 ml using an illness rate of 3.6% of primary contact 

recreators.  The single sample maximum (SSM) for fecal coliform is set at 400 cfu/100 ml.  If the GM is 

above 100 cfu/100 ml for E. coli (the U.S. EPA standard using a suggested illness rate of 3.2% of primary 

contact recreators), over 50 cfu/100 ml for fecal coliform, or if any of the BAV, STV, or SSM data is 

exceeded at a rate of 10% or more of the samples, we considered that site year as having a standard 

exceeded.    

3.2 BACTERIA CONCENTRATIONS BY SITE AND YEAR 

 OVERALL TRENDS IN BACTERIA LEVELS IN RELATION TO 3.2.1

BENCHMARKS 

We calculated the geometric means and the percent of samples which exceeded water quality 

recommendations at a total of 37 sites over eight years, resulting in 136 individual site-year 

comparisons of E. coli levels and 68 site-year comparisons of fecal coliform levels.  In 

considering all sites and years, the highest seasonal levels of E. coli occurred in the Quartz 

Valley, though these high levels occurred at one site only (SNCR, see section 3.2.2 below).  

Scott River sites had the highest seasonal median E. coli levels, followed closely by the Mill 

Creek grazing allotment sites (Figure 9).  The lowest seasonal median E. coli levels occurred in 

the Kidder Creek grazing allotment.        
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Figure 9.  Median and range of E. coli seasonal geometric means at sites in each of the five study areas 

from 2007 to 2014.  Panel A includes outliers; panel B does not show outliers for closer examination of 

medians and ranges. (QV= Quartz Valley, SR = Scott River, MC= Mill Creek Allotment, SF = 

Shackleford Allotment, and KI= Kidder Creek Allotment).   

 

Fecal coliform samples were primarily collected in grazing allotments at high elevation sites.  

We did not calculate site-specific metrics for fecal coliform at the baseline monitoring sites 

because there were no sites with five or more samples collected during the primary water contact 

season (Figure 5).  Medians of the site-year geometric means were similar for the Mill Creek and 

Shackleford Creek allotments, though higher seasonal levels of fecal coliform occurred in the 

upper quantile of the data in the Mill Creek allotment than in the Shackleford Creek allotment 

(Figure 10).  Seasonal medians of fecal coliform were lowest at the ungrazed Kidder Creek 

allotment.       
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Figure 10.  Median and range of fecal coliform levels at sites in each of the three grazing allotments from 

2007 to 2014.  Panel A includes outliers; panel B does not show outliers for closer examination of 

medians and ranges. (MC= Mill Creek Allotment, SF = Shackleford Allotment, and KI= Kidder Creek 

Allotment).    

 

The site-specific geometric mean and percent of samples exceeding regulatory benchmarks at 

each site are likely lower in the analysis of April through October data than what they would be 

if more frequent sampling occurred throughout the summer.  In many cases, samples were 

collected every two weeks throughout the summer, and we calculated the April through October 

geometric mean of all of these samples, so we include both times of lower and higher bacteria 

levels.  At sites in the Quartz Valley and Scott River, there is a seasonal pattern in E. coli levels, 

where median sample concentrations in July (median = 36 cfu/100 ml) are more than twice that 

of May (median = 16 cfu/100 ml) and nearly triple the September median (median = 12 cfu/100 

ml, Figure 34).  Similarly, median samples at grazing allotments were three times higher in 

October than in June and July, and about a third higher in October than in August and September 

(Figure 36). If samples were collected weekly during the time of highest bacteria levels, we may 

see rates double or triple of those reported in the following calculations.           

 

 BACTERIA LEVELS IN THE QUARTZ VALLEY AND SCOTT RIVER 3.2.2

E. coli levels in the Quartz Valley were generally below regulatory benchmarks, with the 

exception of one site (Figure 11).  Annual water-contact season (April through October) 

geometric means were below 100 cfu/100 ml during all sampling years at four sites (Figure 11).  

Sniktaw Creek (SNCR) was the exception, where annual geometric means were above 100 
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cfu/100 ml for every sampling year, with recent years having geometric means near 800 cfu/100 

ml (Figure 12).  Although seasonal geometric means at CHTH were always below the 

benchmark, they were higher than the other three Quartz Valley sites, and more than 10% of 

samples exceeded beach action values during two years of sampling (Figure 13, Table 8). 

   

 

Figure 11.  Geometric means of E. coli concentrations by year at sampling sites in the Quartz Valley 

(means are based on samples collected from April–October).  The bottom panel is a zoomed-in version of 

the data, excluding the site on Sniktaw Creek (SNCR).   
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Table 8.  Number of E. coli samples (n), geometric means (GM), and percent of samples from April 

through October exceeding regulatory standards at individual sites by year in the Quartz Valley.  

  E. coli     

Year Site n GM BAV (3.2%) BAV (3.6%) STV (3.2%) STV (3.6%) 

2007 SHFL 10 2 0% 0% 0% 0% 

2007 CHTH 10 39 20% 0% 0% 0% 

2008 SHFL 11 2 0% 0% 0% 0% 

2008 MICR 11 5 0% 0% 0% 0% 

2008 CHTH 11 55 0% 0% 0% 0% 

2009 SHFL 13 4 0% 0% 0% 0% 

2009 SNCR 20 173 50% 50% 35% 35% 

2009 MICR 13 5 0% 0% 0% 0% 

2009 CHTH 23 50 26% 17% 13% 9% 

2009 SRES 5 2 0% 0% 0% 0% 

2010 SNCR 10 279 60% 60% 60% 60% 

2010 MICR 10 0 0% 0% 0% 0% 

2010 CHTH 10 51 0% 0% 0% 0% 

2010 SRES 7 4 0% 0% 0% 0% 

2011 SNCR 9 216 56% 44% 22% 11% 

2011 MICR 9 4 0% 0% 0% 0% 

2011 CHTH 8 40 0% 0% 0% 0% 

2012 SHFL 11 3 0% 0% 0% 0% 

2012 SNCR 8 777 100% 100% 75% 75% 

2012 MICR 11 8 0% 0% 0% 0% 

2012 CHTH 11 53 9% 9% 9% 9% 

2012 SRES 5 2 0% 0% 0% 0% 

2013 SHFL 9 5 0% 0% 0% 0% 

2013 SNCR 7 586 71% 71% 71% 71% 

2013 MICR 9 11 0% 0% 0% 0% 

2013 CHTH 7 37 0% 0% 0% 0% 

2014 SHFL 11 3 0% 0% 0% 0% 

2014 SNCR 12 797 100% 92% 75% 75% 

2014 MICR 11 5 0% 0% 0% 0% 

2014 CHTH 10 17 0% 0% 0% 0% 

All SRES 33 4 3% 3% 3% 3% 

All SHFL 65 3 0% 0% 0% 0% 

All SNCR 66 346 70% 67% 53% 52% 

All MICR 74 0 0% 0% 0% 0% 

All CHTH 90 42 10% 6% 4% 3% 

* Beach action values (BAV) are set at 190 cfu/100 ml using an illness rate of 3.2% of primary contact 

recreators, or 235 cfu/100 ml using an illness rate of 3.6% of primary contact recreators.  The statistical 

threshold value (STV) are set at 320 cfu/100 ml using an illness rate of 3.2% of primary contact 

recreators, or 410 cfu/100 ml using an illness rate of 3.6% of primary contact recreators.  
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Figure 12. E. coli concentrations from individual samples (panel a.) and monthly means of E. coli 

concentrations (panel b.), with each line showing a different year of data at Sniktaw Creek.  

 

Figure 13.  E. coli concentrations from individual samples (panel a.) and monthly means of E. coli 

concentrations (panel b.), with each line showing a different year of data from samples taken near the 

mouth of Shackleford Creek. 
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Sites along the Scott River exceeded bacterial benchmarks during some years.  Seasonal 

geometric means were below the 100 cfu/100 ml benchmark, with the exception of one site 

(Figure 14).  Scott River at Horn Lane (HORN) was sampled six times in 2013, with resulting E. 

coli concentrations suggesting that there may be local bacteria contamination (Figure 17).  It 

would be informative to continue sampling at this site to see if the high levels of E. coli are a 

persistent problem here, however sampling has been discontinued due to private property access 

constraints.  No other sites had seasonal E. coli geometric means above 100 cfu/100 ml, but all 

sites had over 10% of their samples above beach action values during at least one sampling year 

(Figure 16, Figure 15, Figure 18, Figure 19, and Table 9).     

 

Figure 14.  Geometric means of E. coli concentrations by year at sampling sites along the Scott River 

(means are based on samples collected from April–October).   

 

Figure 15.  E. coli concentrations from individual samples (panel a.) and monthly means of E. coli 

concentrations (panel b.), with each line showing a different year of data at the South Fork of the Scott 

River sampling location. 
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Table 9. Number of E. coli samples (n), geometric means (GM), and percent of samples from April 

through October exceeding regulatory standards at individual sites by year at Scott River sites.  

 

E. coli 

    Site Year n GM BAV (3.2%) BAV (3.6%) STV (3.2%) STV (3.6%) 

SRGA 2007 10 36 10% 10% 10% 10% 

SRGA 2008 12 22 0% 0% 0% 0% 

SRGA 2009 24 34 17% 17% 13% 13% 

SRJB 2009 14 31 0% 0% 0% 0% 

SRGA 2010 10 34 0% 0% 0% 0% 

SRJB 2010 5 25 0% 0% 0% 0% 

SREF 2010 10 33 10% 10% 0% 0% 

SRSF 2010 10 6 0% 0% 0% 0% 

SRGA 2011 9 21 11% 0% 0% 0% 

SRJB 2011 6 8 17% 0% 0% 0% 

SREF 2011 8 80 13% 0% 0% 0% 

SRSF 2011 8 2 0% 0% 0% 0% 

SRGA 2012 11 21 9% 0% 0% 0% 

SRJB 2012 11 12 0% 0% 0% 0% 

SREF 2012 10 37 0% 0% 0% 0% 

SRSF 2012 11 2 0% 0% 0% 0% 

SRGA 2013 9 13 0% 0% 0% 0% 

SRJB 2013 10 7 0% 0% 0% 0% 

SREF 2013 9 15 11% 11% 0% 0% 

SRSF 2013 9 12 11% 11% 11% 0% 

HORN 2013 6 107 17% 17% 0% 0% 

SRGA 2014 12 16 8% 0% 0% 0% 

SRJB 2014 11 26 18% 0% 0% 0% 

SREF 2014 12 21 0% 0% 0% 0% 

SRSF 2014 12 3 0% 0% 0% 0% 

SRGA All 97 24 8% 5% 4% 4% 

SRJB All 58 16 5% 0% 0% 0% 

SREF All 50 32 8% 6% 2% 2% 

SRSF All 50 3 2% 2% 2% 0% 

* Beach action values (BAV) are set at 190 cfu/100 ml using an illness rate of 3.2% of primary contact 

recreators, or 235 cfu/100 ml using an illness rate of 3.6% of primary contact recreators.  The statistical 

threshold value (STV) are set at 320 cfu/100 ml using an illness rate of 3.2% of primary contact 

recreators, or 410 cfu/100 ml using an illness rate of 3.6% of primary contact recreators.  
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Figure 16.  E. coli concentrations from individual samples (panel a.) and monthly means of E. coli 

concentrations (panel b.), with each line showing a different year of data at the East Fork Scott River 

sampling site. 

 

 

Figure 17.  E. coli concentrations from individual samples (panel a.) and monthly means of E. coli 

concentrations (panel b.), with data from 2013 near Horn Lane on the Scott River. 
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Figure 18.  E. coli concentrations from individual samples (panel a.) and monthly means of E. coli 

concentrations (panel b.), with each line showing a different year of data near the USGS gage on the Scott 

River. 

 

 

Figure 19.  E. coli concentrations from individual samples (panel a.) and monthly means of E. coli 

concentrations (panel b.), with each line showing a different year of data at Jones Beach on the Scott 

River. 
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 INDIVIDUAL SITE EXCEEDANCES AT GRAZING ALLOTMENT SITES 3.2.3

Geometric means of E. coli and fecal coliform concentrations in the grazing allotment sites were 
generally below 100 cfu/100 ml when all samples from April through October were combined 
(Figure 20, Figure 21).  The highest geometric mean for E. coli and fecal coliform within the 
Shackleford allotment occurred in 2011 at site SF10, with geometric means of 53 and 88 cfu/100 
ml, respectively (Table 10).  The median of geometric means for E. coli and fecal coliform 
within the Shackleford allotment were seven and 17, respectively.  A total of six E. coli samples 
exceeded beach action values and five fecal coliform samples exceeded the single sample 
maximum in the Shackleford allotment over the sampling period.  More than 10% of the E. coli 
and fecal coliform samples at SF11 and SF19 exceeded threshold values when data from all 
years were combined (Figure 22, Figure 23). 

 

 

Figure 20.  Comparison of geometric mean of E. coli levels at grazed and ungrazed study sites from 2007 
to 2014 using samples from April through October when available.  Blue bars show sites where no active 
grazing occurs anytime in the year.  Red bars show site with seasonally active grazing.  If no bar is 
present, no data (or less than five samples) was collected during that site during that year.   

 

3 11 7 17

3

4

2 5 7 6 17 1 9 15 2 53 10 310 8 14 28

14 3 2 5 14 7 11 4471 14 48 33 272 1 6

38 7 41 129 18

2 5 7 6 5 1 13 9 5 17 12 3 10 6 4410 8 14 42 4 17 44 19 92 1 6

0
50

100

0
50

100

0
50

100

0
50

100

0
50

100

0
50

100

0
50

100

2007

2008

2009

2011

2012

2014

All
 Years

K
I0

1

K
I0

2

K
I0

3

M
C

01

M
C

02

M
C

03

M
C

04

M
C

05

M
C

06

M
C

07

M
C

08

M
C

09

S
F

01

S
F

02

S
F

03

S
F

04

S
F

05

S
F

06

S
F

07

S
F

08

S
F

09

S
F

10

S
F

11

S
F

14

S
F

16

S
F

18

S
F

19

Site

G
eo

m
et

ric
 M

ea
n 

E
 c

ol
i  

(c
fu

/1
00

m
L)

Control

Grazed



 

27  

 

Figure 21.  Comparison of geometric mean of fecal coliform levels at grazed and ungrazed study sites 
from 2007 to 2014 using samples from April through October when available.  Blue bars show sites 
where no active grazing occurs anytime in the year.  Red bars show site with seasonally active grazing.  If 
no bar is present, no data (or less than five samples) was collected during that site during that year.   

 

Table 10.  Number of E. coli and fecal coliform samples (n), geometric means (GM), and percent of 
samples from April through October exceeding regulatory benchmarks* at individual sites by year in the 
Shackleford Creek grazing allotment (SF).  

  E. Coli       Fecal coliform 

Year Site n GM
BAV 

(3.2%) 
BAV 

(3.6%)
STV 

(3.2%)
STV 

(3.6%) n GM SSM 
2007 SF05 9 3 0% 0% 0% 0% 0 – – 
2007 SF08 10 11 0% 0% 0% 0% 0 – – 
2007 SF09 10 7 0% 0% 0% 0% 0 – – 
2007 SF16 8 17 0% 0% 0% 0% 0 – – 
2008 SF05 11 3 0% 0% 0% 0% 0 – – 
2009 SF05 12 4 8% 0% 0% 0% 0 – – 
2011 SF01 5 2 0% 0% 0% 0% 5 31 0% 
2011 SF02 5 5 0% 0% 0% 0% 5 23 0% 
2011 SF03 5 7 0% 0% 0% 0% 5 30 0% 
2011 SF04 5 6 0% 0% 0% 0% 5 32 0% 
2011 SF05 5 17 0% 0% 0% 0% 5 71 0% 

31 23 30 32 71 1 33 46 14 88 11 910 15 15 35

8 28 2 15 9 36 11 11 17 5 2093 12 11 15 9 64 2 2

83 75 77 324 45
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2011 SF06 5 1 0% 0% 0% 0% 5 1 0% 

2011 SF07 5 9 0% 0% 0% 0% 5 33 0% 

2011 SF08 5 15 0% 0% 0% 0% 5 46 0% 

2011 SF09 5 2 0% 0% 0% 0% 5 14 0% 

2011 SF10 5 53 0% 0% 0% 0% 5 88 20% 

2011 SF11 5 10 20% 20% 0% 0% 5 11 20% 

2011 SF14 5 3 0% 0% 0% 0% 5 9 0% 

2012 SF05 8 14 0% 0% 0% 0% 0 – – 

2012 SF06 5 3 0% 0% 0% 0% 0 – – 

2012 SF08 5 2 0% 0% 0% 0% 0 – – 

2012 SF10 5 5 0% 0% 0% 0% 0 – – 

2012 SF11 7 14 14% 14% 14% 14% 0 – – 

2012 SF16 7 7 14% 14% 14% 14% 0 – – 

2012 SF18 8 11 13% 13% 13% 13% 0 – – 

2012 SF19 6 44 17% 17% 17% 17% 0 – – 

2013 SF03 0 – – – – – 7 8 0% 

2013 SF05 0 – – – – – 10 28 10% 

2013 SF06 0 – – – – – 10 2 0% 

2013 SF07 0 – – – – – 10 15 0% 

2013 SF08 0 – – – – – 10 9 0% 

2013 SF10 0 – – – – – 10 36 0% 

2013 SF11 0 – – – – – 10 11 10% 

2013 SF14 0 – – – – – 10 11 0% 

2013 SF16 0 – – – – – 10 17 0% 

2013 SF18 0 – – – – – 8 5 0% 

2013 SF19 0 – – – – – 10 20 10% 

All SF01 5 2 0% 0% 0% 0% 5 31 0% 

All SF02 5 5 0% 0% 0% 0% 5 23 0% 

All SF03 5 7 0% 0% 0% 0% 12 14 0% 

All SF04 5 6 0% 0% 0% 0% 5 32 0% 

All SF05 46 5 2% 0% 0% 0% 15 39 7% 

All SF06 10 1 0% 0% 0% 0% 15 2 0% 

All SF07 9 13 0% 0% 0% 0% 15 20 0% 

All SF08 21 9 0% 0% 0% 0% 15 15 0% 

All SF09 16 5 0% 0% 0% 0% 5 14 0% 

All SF10 10 17 0% 0% 0% 0% 15 48 7% 

All SF11 12 12 17% 17% 8% 8% 15 11 13% 

All SF14 5 3 0% 0% 0% 0% 15 10 0% 

All SF16 18 10 6% 6% 6% 6% 13 17 0% 

All SF18 11 6 9% 9% 9% 0% 11 5 0% 

All SF19 6 44 17% 17% 17% 17% 10 20 10% 

*For E. coli, beach action values (BAV) are set at 190 cfu/100 ml using an illness rate of 3.2% of 

primary contact recreators, or 235 cfu/100 ml using an illness rate of 3.6% of primary contact 

recreators.  The statistical threshold value (STV) for E. coli are set at 320 cfu/100 ml using an illness 

rate of 3.2% of primary contact recreators, or 410 cfu/100 ml using an illness rate of 3.6% of primary 

contact recreators.  The single sample maximum (SSM) for fecal coliform is set at 400 cfu/100 ml.  If 

the GM is above 100 cfu/100 ml for E. coli (the U.S. EPA standard using a suggested illness rate of 

3.2% of primary contact recreators), over 50 cfu/100 ml for fecal coliform, or if any of the BAV, STV, 

or SSM data is exceeded at a rate of 10% or more of the samples, we considered that site year as having 

a standard exceeded.    
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Figure 22.  E. coli and fecal coliform concentrations from individual samples by date at SF11 in the 

Shackleford Creek grazing allotment, with each line showing a different year of data. 
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Figure 23.  E. coli and fecal coliform concentrations from individual samples by date at SF19 in the 

Shackleford Creek grazing allotment, with each line showing a different year of data. 

 

Season-long geometric means were below 100 cfu/100 ml at sites within the Mill Creek 

allotment, with the exception of MC07 in 2014, where the geometric mean for E. coli was 129 

cfu/100 ml and the geometric mean for fecal coliform was 324 cfu/100 ml (Table 11).  Median 

geometric means for E. coli and fecal coliform were 18 and 16 cfu/100 ml respectively in the 

Mill Creek allotment.  A total of nine E. coli samples exceeded beach action values and 14 fecal 

coliform samples exceeded the single sample maximum in the Mill Creek allotment over the 

sampling period.  More than 10% of the E. coli and fecal coliform samples at MC04 and MC07 

exceeded threshold values, and over 10% of fecal coliform samples exceeded the threshold value 

at MC08 when data from all years were combined (Figure 24, Figure 25, and Figure 26).   

Stream bacteria concentrations at sites within the ungrazed Kidder Creek allotment were 

consistently low.  Geometric means for E. coli were never above 6 cfu/100 ml, and geometric 

means for fecal coliform ranged from 2-4 cfu/100 ml (Table 12).   
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Table 11.  Number of E. coli and fecal coliform samples (n), geometric means (GM), and percent of 

samples from April through October exceeding regulatory benchmarks* at individual sites by year in the 

Mill Creek grazing allotment (MC).  

  

E. coli 

    

           Fecal coliform 

Year Site n GM 

BAV 

(3.2%) 

BAV 

(3.6%) 

STV 

(3.2%) 

STV 

(3.6%) n  GM SSM 

2011 MC01 5 10 0% 0% 0% 0% 5 10 0% 

2011 MC02 5 8 0% 0% 0% 0% 5 15 0% 

2011 MC03 5 14 0% 0% 0% 0% 5 15 0% 

2011 MC04 5 28 40% 40% 0% 0% 4 35 25% 

2012 MC04 5 71 0% 0% 0% 0% 0 – – 

2012 MC06 5 14 20% 20% 0% 0% 0 – – 

2012 MC07 5 48 20% 20% 20% 0% 0 – – 

2012 MC08 5 33 0% 0% 0% 0% 0 – – 

2012 MC09 5 27 0% 0% 0% 0% 0 – – 

2013 MC04 0 – – – – – 10 93 40% 

2013 MC05 0 – – – – – 10 12 0% 

2013 MC06 0 – – – – – 10 11 0% 

2013 MC07 0 – – – – – 10 15 10% 

2013 MC08 0 – – – – – 10 9 0% 

2013 MC09 0 – – – – – 10 6 0% 

2014 MC04 5 38 20% 20% 20% 20% 5 83 20% 

2014 MC05 5 7 0% 0% 0% 0% 5 75 20% 

2014 MC06 5 41 0% 0% 0% 0% 5 77 0% 

2014 MC07 5 129 40% 60% 40% 40% 5 324 60% 

2014 MC08 5 18 0% 0% 0% 0% 5 45 20% 

All MC01 5 10 0% 0% 0% 0% 5 10 0% 

All MC02 5 8 0% 0% 0% 0% 5 15 0% 

All MC03 5 14 0% 0% 0% 0% 5 15 0% 

All MC04 15 42 20% 20% 7% 7% 19 74 31% 

All MC05 9 4 0% 0% 0% 0% 19 16 5% 

All MC06 14 17 7% 7% 0% 0% 19 18 0% 

All MC07 14 44 29% 21% 21% 14% 19 38 26% 

All MC08 14 19 7% 7% 0% 0% 19 17 11% 

All MC09 12 9 0% 0% 0% 0% 17 6 0% 

* For E. coli, beach action values (BAV) are set at 190 cfu/100 ml using an illness rate of 3.2% of 

primary contact recreators, or 235 cfu/100 ml using an illness rate of 3.6% of primary contact recreators.  

The statistical threshold value (STV) for E. coli are set at 320 cfu/100 ml using an illness rate of 3.2% of 

primary contact recreators, or 410 cfu/100 ml using an illness rate of 3.6% of primary contact recreators.  

The single sample maximum (SSM) for fecal coliform is set at 400 cfu/100 ml.  If the GM is above 100 

cfu/100 ml for E. coli (the U.S. EPA standard using a suggested illness rate of 3.2% of primary contact 

recreators), over 50 cfu/100 ml for fecal coliform, or if any of the BAV, STV, or SSM data is exceeded at 

a rate of 10% or more of the samples, we considered that site year as having a standard exceeded. 
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Figure 24.  E. coli and fecal coliform concentrations from individual samples by date at MC04 in the Mill 

Creek grazing allotment, with each line showing a different year of data. 

 

Figure 25.  E. coli and fecal coliform concentrations from individual samples by date at MC07 in the Mill 

Creek grazing allotment, with each line showing a different year of data. 
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Figure 26.  E. coli and fecal coliform concentrations from individual samples by date at MC08 in the Mill 

Creek grazing allotment, with each line showing a different year of data. 
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Table 12. Number of E. coli and fecal coliform samples (n), geometric means (GM), and percent of 

samples from April through October exceeding regulatory benchmarks* at individual sites by year in the 

Kidder Creek grazing allotment (KI).   

* For E. coli, beach action values (BAV) are set at 190 cfu/100 ml using an illness rate of 3.2% of 

primary contact recreators, or 235 cfu/100 ml using an illness rate of 3.6% of primary contact recreators.  

The statistical threshold value (STV) for E. coli are set at 320 cfu/100 ml using an illness rate of 3.2% of 

primary contact recreators, or 410 cfu/100 ml using an illness rate of 3.6% of primary contact recreators.  

The single sample maximum (SSM) for fecal coliform is set at 400 cfu/100 ml.  If the GM is above 100 

cfu/100 ml for E. coli (the U.S. EPA standard using a suggested illness rate of 3.2% of primary contact 

recreators), over 50 cfu/100 ml for fecal coliform, or if any of the BAV, STV, or SSM data is exceeded at 

a rate of 10% or more of the samples, we considered that site year as having a standard exceeded. 

 

3.3 RELATIVE CONCENTRATIONS OF FECAL INDICATOR BACTERIA 

TYPES 

E. coli, fecal coliform, and total coliform were all positively correlated with each other, but there 

was substantial scatter in the relationships (Figure 27, Figure 28, Figure 29).  The median ratios 

of E. coli to fecal coliform was 0.5 (i.e., 50% of fecal coliform was E. coli) (Figure 27 right 

panel), while the median ratio of E. coli to total coliform was 0.02 (Figure 28, right panel).  The 

median ratio of both E. coli to fecal coliform (Figure 27 right panel) and E. coli to total coliform 

(Figure 28 right panel) appeared to be higher at the Mill Creek Allotment (MC) than the 

Shackleford Allotment (SF) or baseline sites. The relationship between E. coli and total coliform 

(Figure 28) was more variable than between E. coli and fecal coliform (Figure 27). Fecal 

coliform and total coliform were only collected together at baseline sites in 2013, where the 

median ratio of fecal coliform to total coliform was 0.05 (Figure 29). 

 

  

E. coli 

    

Fecal coliform 

Year Site n 
GM 

BAV 

(3.2%) 

BAV 

(3.6%) 

STV 

(3.2%) 

STV 

(3.6%) n GM SSM 

2012 KI01 5 2 0% 0% 0% 0% 0 – – 

2012 KI02 5 1 0% 0% 0% 0% 0 – – 

2012 KI03 5 6 0% 0% 0% 0% 0 – – 

2013 KI01 0 – – – – – 10 4 0% 

2013 KI02 0 – – – – – 10 2 0% 

2013 KI03 0 – – – – – 10 2 0% 

All KI01 5 2 0% 0% 0% 0% 10 4 0% 

All KI02 5 1 0% 0% 0% 0% 10 2 0% 

All KI03 5 6 0% 0% 0% 0% 10 2 0% 
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Figure 27.  Scatterplot of E coli concentration vs. fecal coliform concentration (left panel) and boxplot of 
ratio of E. coli concentration to fecal coliform concentration (right panel) for all samples (all dates and 
sites except special studies) where both parameters were analyzed. Ratios not calculated from samples 
with non-detect or maximum (2419.6) values for either parameter. LOESS smoother shown as visual aid. 
 

 
Figure 28.  Scatterplot of E coli concentration vs. total coliform concentration (left panel) and boxplot of 
ratio of E. coli concentration to total coliform concentration (right panel) for all samples (all dates and 
sites except special studies) where both parameters were analyzed. Ratios not calculated from samples 
with non-detect or maximum (2419.6) values for either parameter.  LOESS smoother shown as visual aid. 
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Figure 29.  Scatterplot of fecal coliform concentration vs. total coliform concentration (left panel) and 

boxplot of ratio of fecal coliform concentration to total coliform concentration (right panel) for all 

samples (all dates and sites except special studies) where both parameters were analyzed. Ratios not 

calculated from samples with non-detect or maximum (2419.6) values for either parameter.  LOESS 

smoother shown as visual aid. 

3.4 EFFECTS OF CATTLE GRAZING ON BACTERIA LEVELS 

Cows were present on the Mill Creek and Shackleford grazing allotments for approximately 

three months each summer-fall season.  Date of first cattle entry onto the allotments varied by 

year and ranged from July 6
th

 to early August (Table 13).  Cows were removed from the 

allotments between October 1
st
 and October 30

th
.  Both allotments were grazed at or near the 

permitted cow-calf pair capacity, with 75 to 80 cow-calf pairs on the Shackleford Creek 

allotment and 165 cow-calf pairs on the Mill Creek allotment.  

Median and ranges of bacteria concentrations were higher during the permitted grazing season 

than during the times that cows were not on allotments (Figure 30).  There was also an increase 

in fecal coliform levels at sites without grazing, though the increase was larger at actively grazed 

sites.  No pre-grazing season data existed for E. coli at ungrazed sites.  On ungrazed sites, fecal 

coliform levels increased from a mean of 2.3 cfu/100 ml to 12.5 cfu/100 ml, a five-fold increase 

from the season where cows were not on active grazing allotments to the grazing season.  On 

actively grazed sites, fecal coliform levels increased from a mean of 14.5 cfu/100 ml to 175 

cfu/100 ml, a 12-fold increase from the season where cows were not on active grazing allotments 

to the grazing season.  These data suggest that some of the increase in bacteria levels may be due 

to seasonal variation not associated with cattle grazing, although the much larger increase at the 

grazed sites points toward cattle grazing as a likely cause of increased bacteria levels on the 

grazed allotments.  Higher levels of bacteria on active grazing allotments during the non-grazing 

season may be due to the effects of cows from the previous season.    
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Table 13.  Number of cow-calf pairs per allotment and year with date cows were turned onto allotment 

and date they were removed by.  Both actual dates and permitted dates are listed.  Where a range of dates 

were given, the earliest date for turn-on was used and the latest date for turn-off. 

  
Actual 

  

Permitted 

  

Allotment Year Turn-on  Turn-off 

Cow-calf 

pairs Turn-on  Turn-off 

Cow-calf 

pairs 

Shackleford 2007 15 Jul 15 Oct 80 15 Jul 15 Oct 80 

 

2008 15 Jul* 16 Oct 76 15 Jul 15 Oct 80 

 

2009 15 Jul 5 Oct 80 15 Jul 1 Oct 80 

 

2010 27 Jul 15 Oct 80 15 Jul 1 Oct 80 

 

2011 1 Aug** 30 Oct 80 15 Jul 1 Oct 80 

 

2012 15 Jul 2 Oct 80 15 Jul 1 Oct 80 

 

2013 15 Jul 1 Oct 80 15 Jul 1 Oct 80 

 

2014 7 Jul 1 Oct 75 15 Jul 1 Oct 80 

Mill Creek 2011 1 Aug** 17 Oct 165 15 Jul 5 Oct 165 

 

2012 15 Jul 5 Oct 165 15 Jul 5 Oct 165 

 

2013 6 Jul 5 Oct 165 15 Jul 5 Oct 165 

 

2014 7 Jul 5 Oct*** 165 15 Jul 5 Oct 165 

*  53 Pairs turned out 15 July; 23 more turned out on 5 August 

** Date specified was "early August" 

*** Half of the cows came off by 9 September 

 

Medians and upper quantiles of the fecal coliform data increased at every sampling site in active 

grazing allotments from times of no cattle present to times of active grazing (Figure 31 and 

Figure 33).  Sites with both large and small changes in bacteria levels pre- and post- cattle could 

be monitored for level of use intensity by cattle in the future to test for associations between 

bacteria increases and degree of cattle use.   

Ungrazed control sites showed mixed changes to fecal coliform levels during the season that 

cows were not present to times that cows were present on the active grazing sites (Figure 32).  

The medians and upper quantiles of the data increased at three of the five sites.  At one site 

(KI01) the median increased, but the upper quantile of the data decreased, and another site 

(KI02) had a decrease in both the median and the upper quantile of the data.  Changes to fecal 

coliform levels at ungrazed sites were generally much smaller than changes at grazing sites (note 

y-axis scaling) (Figure 31 and Figure 32).        
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Figure 30.  Medians and ranges of E. coli and fecal coliform at grazed and ungrazed sites including 

samples from all grazing allotment sites during all years that samples were collected, both when cows 

were not actively grazing (white background) and when cows were present on the allotments (grey 

background).  Data outliers are not shown.   

 

 

Figure 31.  Medians and ranges of fecal coliform at the Shackleford Creek allotment sites when cows 

were not present (left box in each pair) and when cow were present (right box in each pair) on grazing 

allotments using all data available for each site (2011 and 2013). 

0

20

40

60

80
E

. 
c
o

li 
 (

c
fu

/1
0
0

 m
l)

Non−grazed Grazed Non−grazed Grazed

0

20

40

60

80
E

. 
c
o

li 
 (

c
fu

/1
0
0

 m
l)

Cows off season Cows on season

0

50

100

150

200

250

300

F
e

c
a

l 
c
o

lif
o

rm
 (

c
fu

/1
0
0

 m
l)

Non−grazed Grazed Non−grazed Grazed

0

50

100

150

200

250

300

F
e

c
a

l 
c
o

lif
o

rm
 (

c
fu

/1
0
0

 m
l)

Cows off season Cows on season

0

100

200

300

400

500

F
e

c
a

l 
c
o
lif

o
rm

 (
c
fu

/1
0

0
 m

l)

SF03 SF05 SF06 SF07 SF08 SF09 SF10 SF11 SF14 SF16 SF19

0

100

200

300

400

500

F
e

c
a

l 
c
o
lif

o
rm

 (
c
fu

/1
0

0
 m

l)

Patterns in Fecal Indicator Bacteria in the Scott River Watershed, 2007-2014



_________________________________________________________________________________________________________________________________

 

39     

 

Figure 32.  Medians and ranges of fecal coliform at ungrazed control sites (inactive allotments) in all 

three allotments (Shackleford Creek, Mill Creek, Kidder Creek) for the season that cows were not present 

(left box in each pair) on the active grazing allotments in this study and when cow were present (right box 

in each pair) on active grazing allotments in this study using all data available for each site (2011, 2013, 

and 2014). 

 

Figure 33.  Medians and ranges of fecal coliform at the Mill Creek allotment sites when cows were not 

present (left box in each pair) and when cow were present (right box in each pair) on grazing allotments 

using all data available for each site (2011, 2013, and 2014).  The bottom plot re-scales the x-axis so that 

the detail can be seen at sites with lower fecal coliform concentrations. 
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Cattle grazing was likely responsible for some of the increase seen in bacteria levels from pre-

grazing dates to active grazing dates.  The higher over-all bacteria levels on actively grazed 

allotment sites, and the greater magnitude increase from pre-grazing to active grazing dates, 

support this conclusion.  Grazing is likely not responsible for all of the increases in bacteria 

levels, because ungrazed sites also showed an increase from pre-grazing sample dates, to active 

grazing sample dates, even though no cows were present at these sites at any time of the year.  

Some seasonal variation in bacteria concentrations is likely due other factors such as 

precipitation, snowmelt, wildlife, plant growth, and human use.  Additional survey efforts, 

outlined in the final section of this report, could allow for a more thorough analysis of the degree 

of cattle effects on bacteria concentrations at high elevation streams and lakes of the Scott River 

watershed.   

 

3.5 TEMPORAL TRENDS IN FECAL INDICOR BACTERIA 

 SCOTT RIVER AND QUARTZ VALLEY MONITORING SITES 3.5.1

E. coli concentrations followed a seasonal pattern in the Scott River and Quartz Valley streams.  

E. coli concentrations were lowest during the winter months, and increased in the spring, peaking 

in July (Figure 34).  The monthly means for E. coli at all sites followed a similar pattern, with the 

exception of the April mean of 315 cfu/100 ml, which was the result of a small sample size for 

April, where the mean was based on only nine samples, all taken during 2009.  Two very high 

values, both samples taken from April 22, drove the high mean, which was reduced to 12 cfu/100 

ml when these outliers were removed.  

Total coliform, which is the other FIB that was frequently sampled during the eight-year study 

period at Scott River and Quartz Valley sites, followed less obvious seasonal patterns, though 

was still likely influenced by time of year (Figure 34).  Because total coliform concentrations 

were often higher than the total countable colonies per plate (2419.6 cfu/100 ml), the upper 

quantile of the data is cut off and calculated means are likely lower than true means, though 

medians should be the same.  Unlike E. coli, total coliform follows a bimodal distribution, with 

high levels both in the early spring and late summer.  This could be due to different processes 

that are associated with high total coliform levels.  First, runoff in the spring could promote 

bacterial runoff from the watershed that has been building on the landscape over the winter 

months.  Once initial run-off has occurred, total coliform levels may again drop either due to 

fewer terrestrial inputs, as habitat and forage increases after snow melt, and/or high spring flows 

diluting those inputs.  Total coliform levels likely rise again in the late summer when flows are 

low, allowing for little dilution of total coliform inputs and/or increased terrestrial usage as air 

temperatures peak and vegetation outside of the riparian zone diminishes.   
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Figure 34.  E. coli and total coliform in colony forming units per 100 ml of sample (cfu/100 ml) at  

monitoring sites in the Quartz Valley and Scott River by month from 2007 to 2014 using all samples 

collected.  Box extents show the interquartile range of the data and the mid-line is the median.  Outliers 

are not shown.    

 

Neither E. coli nor total coliform showed strong variation among years, when comparing the 

three sites with consistent data among years (Figure 35).  When considering the arithmetic mean 

alone, we see an increase in E. coli concentration in 2009, but when considered alongside the 

median and geometric mean, it became evident that this higher mean is influenced by one high 

data point (1733 cfu/100 ml on 14 Oct 2009 at CHTH).  Although this sample is very relevant to 

public health, it may not alone be a good indicator of annual trends.  When a high arithmetic 

mean exists compared to the geometric mean, it suggests more variation in the data.  This 

variation in bacteria levels is an important point to consider for public health, and may be of 

interest to investigate further through high frequency sampling.     

Total coliform concentrations were lower in 2010 than in 2009, though the following years were 

consistently between those levels.  Continuing sampling across the same suit of sites, and during 

similar dates in the future will allow for a larger data set to be used in assessing annual variation 

in bacteria concentrations. This expanded data could be used to assess the environmental or 

management conditions that may be driving the bacteria concentrations from year to year. 
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Figure 35.  E. coli and total coliform by year at MICR, SRGA, and CHTH, the three baseline monitoring 

sites in the Quartz Valley and Scott River Valley that had data from similar dates during 2008 through 

2014.  Box extents show the interquartile range of the data and the mid-line is the median.  Outliers are 

not shown.     

 

 HEADWATER STREAMS IN FOREST SERVICE GRAZING ALLOTMENTS 3.5.2

E. coli and fecal coliform, the two bacterial metrics commonly sampled in streams within 

headwater grazing allotments, followed seasonal patterns that were similar for both metrics.  

Samples collected from June through October had low means and medians in June and July, and 

increased in August, with a larger increase being reflected in the arithmetic mean and range in 

data, indicating that a few samples having high bacteria concentrations drove this trend (Figure 

36).  Fecal indicator bacteria means and medians remained higher through October, and the 

upper quantile of the data continued to rise into October, indicating that a larger range, including 

higher concentrations in some bacteria samples, were observed later in the season.  The late 

timing of increased bacteria levels is likely due to multiple factors. Cattle are not present on 

allotments until after July 1
st
 with the exact date variable. The sites are high elevation within the 

allotments and the subsequent late snowmelt and base-flow period of these streams would drive 

concentrations of bacteria.  The timing of fall rains will effect concentrations in October and 

September by increasing the non-point source run-off of bacteria.  Lastly, the forage diminishes 

rapidly in late summer forcing cattle and other wildlife to graze within riparian zones. 
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Figure 36.  E. coli and fecal coliform in colony forming units per 100 ml of sample (cfu/100 ml) from all 

samples at grazing allotments in the Scott River headwaters by month from 2007 to 2014.  Box extents 

show the interquartile range of the data and the mid-line is the median.  Outliers are not shown.    

 

Concentrations of bacterial indicators were higher in recent sampling years than in 2011, the first 

year in which wide spread sampling occurred at grazing allotment sites (Figure 37).  Annual 

arithmetic means of E. coli concentrations and the annual range in fecal coliform concentrations 

increased across years, suggesting a possible increase in bacteria levels in these streams.  

Alternatively, 2011 may have been a year of lower than average bacteria concentrations (Table 

14). Each water year since 2011 has been progressively dryer, with most recent years being 

declared droughts by the state of California. Reduced stream flow likely results in less dilution, 

increasing bacteria concentrations.  Because 2014 data were only available within the Mill Creek 

allotment (and only six of the nine sites within that allotment), this pattern may not be 

representative of all allotments in this report. 
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Figure 37.  E. coli and fecal coliform by year at sites in the Mill Creek grazing allotment in the Scott 

River headwaters where data was available at the same sites during similar date for each year shown.  

Box extents show the interquartile range of the data and the mid-line is the median.  Outliers are not 

shown.    
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Table 14.  Mean (± standard deviation), median, and maximum values for the three fecal indicator bacteria considered in this study by grazing 

allotment and year, when data were present.  FC is fecal coliform and TC is total coliform.   

    Mean        Median   Max   

Allot

-ment 
Year FC E. coli TC FC E. coli TC FC E. coli TC 

SF 2007 – 33(±54, n=37) – – 5 – – 179 – 

 

2008 – 3(±3, n=11) – – 3 – – 9 – 

 

2009 – 21(±62, n=12) 444(±647, n=12) – 1 216 – 219 2420 

 

2010 – 41(±47, n=3) 561(±177, n=2) – 41 561 – 75 687 

 

2011 56(±102, n=77) 19(±45, n=77) – 17 6 – 504 282 – 

 

2012 – 102(±322, n=55) 737(±655, n=56) – 7 596 – 1986 2420 

 

2013 90(±311, n=105) – – 6 – – 2420 – – 

  2014 – – – – – – – – – 

MC 2011 24(±47, n=38) 16(±31, n=39) – 8 5 – 225 152 – 

 

2012 – 68(±83, n=25) 1185(±702, n=23) – 43 2420 – 365 1046 

 

2013 132(±387, n=60) – – 10 – – 2420 – – 

  2014 247(±392, n=29) 111(±266, n=29) – 42 20 – 1414 1300 – 

KI 2012 – 4(±7, n=15) 291(±214, n=15) – 2 291 – 23 866 

  2013 6(±14, n=30) – – 1 – – 70 – – 

All 

sites/years 
91(±276, n=339) 43(±130, n=303) 735(±673, n=108) 9 7 387 2420 1300 2420 
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4 SUGGESTIONS FOR FUTURE MONITORING 

 

A number of sites in the Quartz Valley and on the Scott River warrant more frequent sampling.  

Sniktaw Creek (site SNCR) had bacteria levels of concern throughout the year and among years.  

Shackleford Creek (site CHTH) near the mouth generally had April through October geometric 

means of E. coli below 100 cfu/100 ml, but many individual samples exceeded beach action values.  

These sites are used for cultural activities that involve water contact, and CHTH is also used for 

swimming and fishing.  More frequent sampling and subsequent posting of high bacteria levels may 

serve to protect public health and allow for a better understanding of temporal variation in bacteria 

concentrations.  All sites on the Scott River had occasional samples that exceeded beach action 

values. Most exceedances occurred at the Scott River gage site (SGRA).  Increased sampling and 

subsequent posting of high bacteria levels should occur at any high-use recreational areas to protect 

public health, especially during times of high public use or cultural activities.    

Data collected from 2007 to 2014 suggests that cattle grazing increased bacteria levels in wilderness 

area streams in the Scott River watershed.  Some slight changes to the data collection protocol and 

collection of additional variables to quantify the degree of cattle use may be helpful in understanding 

finer temporal and spatial scales of stream bacteria levels and the relative impact from cattle grazing.  

A variety of methods could be instigated to collect quantitative data on cattle use.  Transects could be 

established upstream of sampling locations and number of cow pies intersecting transects could then 

be quantified.  The area of stream bank that is affected by cattle could be measured.  Motion sensing 

cameras could be deployed at a few sample sites during the grazing season to quantify the number 

and timing of cow visits at sites.  Quantitative data of cattle use will allow for analysis of the degree 

of cattle use and levels of stream bacteria. Sample collection should continue both prior to and during 

active cattle grazing when resources allow.  Sample collected prior to cattle turn-on should occur as 

close to cattle turn on as possible, to eliminate seasonal variation in bacteria levels not associated 

with grazing.   

The role of precipitation events, which wash organic matter including fecal contamination from the 

terrestrial landscape into surface waters, should be further investigated along with the effects of 

grazing.  It may be helpful to monitor bacteria levels daily following precipitation events to 

understand how long bacteria levels remain elevated.   

DNA source-tracking is a relatively new technology which allows attribution of E. coli to specific 

animal species (Griffith et al. 2010). QVIR is currently updated its Sampling Analysis Plan (SAP) to 

include DNA source-tracking and plans to begin pilot sampling for DNA in the 2015 sampling season 

(QVIR 2015).  
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APPENDIX A:  COMPLETE LIST OF ALL SITES SAMPLED 

Table A1.  List of all sites sampled for fecal indicator bacteria in the Scott River watershed from 2007 to 2014.  

Site names describe site location and are left blank when unavailable; n is the number of sampling events 

during the 8-year period, and site-type refers to long-term Quartz Valley/Scott River sites (bg), grazing 

allotments sites (ungrazed or grazed), and special studies (ss).   

Site Code Site Name n Site Type Latitude Longitude 

Scott River and Quartz Valley Baseline Sites:  

   BKBG 

 

1 bg 

  BKBG1 Up-stream of trib 3 bg 

  BKBG2 Downstream of trib 3 bg 

  CHTH Shackelford Creek nr mouth (Charlie Thom’s) 100 bg 41.61528 -122.96550 

DEEP Deep Creek 0 bg 41.66500 -123.11220 

ELLR Scott River under Black's Bridge 4 bg 41.51929 -121.14838 

HORN Scott River near Horn Lane 6 bg 41.45741 -122.85248 

LWSF 

 

1 bg 

  MICR Mill Creek 80 bg 

  SCBF 

 

1 bg 

  SCRX 

 

1 bg 41.59055 -123.00080 

SCTG 

 

1 bg 41.61473 -122.98150 

SHFL Shackleford Creek at Falls 65 bg 

  SNCR Sniktaw Creek 70 bg 41.30664 -122.79740 

SRAK 

 

1 bg 41.59333 -122.97500 

SREF Scott River East Fork 50 bg 41.64000 -123.01380 

SRES Shackleford Creek at Quart Valley 41 bg 

  SRGA Scott River Gaging Station 107 bg 41.63944 -123.05910 

SRGF 

 

1 bg 41.29569 -122.80900 

SRJB Scott River Jones Beach 59 bg 41.59806 -121.00310 

SRSF Scott River South Fork 50 bg 41.61528 -122.96550 

UPSN Upper Sniktaw Creek 2 bg 41.66500 -123.11220 

Kidder Creek Allotment:  

   KI01 Kidder Ck above first unnamed tributary from the 
wilderness boundary 

15 ungrazed 41.50808 -123.05490 

KI02 Kidder Ck above Kidder Lk tributary 15 ungrazed 41.51194 -123.08460 

KI03 Kidder Ck adjacent to Hays Meadow 15 ungrazed 41.50744 -123.09240 

Mill Creek Allotment:  

   MC01 East Boulder Creek below trailhead 5 grazed 41.25240 -122.79600 

MC02 East Boulder Creek below first meadow 5 grazed 41.24780 -122.79409 

MC03 East Boulder Creek above confluence 5 grazed 41.23999 -122.79030 

MC04 Tributary above confluence with East Boulder Creek 25 grazed 41.23790 -122.79000 

 

 

 

 

MC05 East Boulder below E. Boulder Lk outlet 19 grazed 41.23361 -122.78625 
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MC06 E. Boulder CK above E. Boulder Lk inlet 24 grazed 41.22897 -122.78560 

MC07 E. Boulder Ck below Upper Lk outlet 24 grazed 41.22540 -122.78390 

MC08 E. Boulder Ck above Upper Lk inlet 24 grazed 41.22347 -122.78320 

MC09 Fox Ck at road 22 ungrazed 41.24351 -122.83900 

Shackleford Creek Allotment:     

SF01 Shackleford below Falls 5 grazed 41.59292 -122.99569 

SF02 Shackleford above falls 5 grazed 41.59173 -122.99964 

SF03 Shackleford below corral 12 grazed 41.56210 -123.04741 

SF04 Shackleford above trailhead 5 grazed 41.56136 -123.05067 

SF05 Shackleford Ck at gate below meadows 56 grazed 41.55739 -123.06350 

SF06 Long High Ck above Shackleford confluence 20 grazed 41.55118 -123.07390 

SF07 Shackleford Ck above Long High Ck confluence 20 grazed 41.55097 -123.07440 

SF08 Shackleford Ck above Campbell Lk tributary 31 grazed 41.54436 -123.09220 

SF09 Campbell Lake tributary before confluence with 
Shackleford Ck 

16 grazed 41.54341 -123.09240 

SF10 Shackleford Ck below Log Lk Meadow complex 20 grazed 41.54439 -123.09960 

SF11 Shackleford Ck in Log Lake Meadow below trail 22 grazed 41.54243 -123.10600 

SF12 Shackleford above Bull Meadow confluence 2 grazed 41.54092 -123.18970 

SF13 Bull Meadow Tributary above confluence with 
Shackleford Ck 

2 grazed 41.54092 -123.10820 

SF14 Campbell Lake tributary below Campbell Lake 15 grazed 41.53941 -123.09877 

SF15 Isolate unnamed tributary before confluence with 
Campbell Lake tributary 

3 grazed   

SF16 Campbell Lk trib above Campbell Lk inlet 28 grazed 41.53205 -123.10750 

SF17 Cliff Lake outlet 3 grazed 41.52770 -122.88800 

SF18 Emerald Ck 19 ungrazed 41.54459 -123.08910 

SF19 Tributary above Shackleford Ck confluence by Calf Lk 
trail split 

16 grazed 41.54576 -123.09630 

Sites from Special Studies*:  

   KANG Kangaroo Creek 1 ss 41.33861 -122.70580 

SC07 Scott River longitudinal study 15 ss 

  SCGF Scott River at Gold Flat 2 ss 

  SCIS Scott River at Indian Scotty 2 ss 

  SCJO Scott River at Johnson's Bar 2 ss 

  SCSP Scott River at Sugar Pine 2 ss 41.69614 -123.05055 

SCTC Scott River at Tompkins  2 ss 

  SHRI_CAN Shasta River Canyon 1 ss 

  SHRI_SAL Shasta River Salmon Heaven 1 ss 

  *  Sites listed under special studies were part of longitudinal studies not reported on in this analysis, 

but included in Electronic Appendix E.  Some sites listed as “bg” were also included in these 

longitudinal studies, but sites were not listed under both Site-Type headings.  
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APPENDIX B:  STANDARD OPERATING PROCEEDURES FOR SAMPLE COLLECTION 

Document B1.  Standard operating procedure for collection of surface water samples in the Scott River 

watershed.  The original document was prepared by Crystal Robinson, QVIR Environmental Director, 

approved by Janis Gomes, USEPA Project Officer, and implemented by Andrea Collins, QVIR 

Environmental Biologist.   

 

Scope and Application 

1.1 This standard operating procedure must be followed when collecting and  storing 

surface water samples for laboratory analysis. 

 

 1.2 Samples must be collected in such a way that no foreign material is introduced into the 

sample and no material of interest escapes from the  sample prior to analysis. 

 

2.0 Personnel Qualifications 

 

 2.1 All field samplers will be pre-trained in all sampling and equipment  procedures 

by an experienced sampler before beginning the sampling  procedure. 

 

 2.2 All personnel will be responsible for complying will all quality  assurance/quality 

control requirements as outlined in the QVIR QAPP. 

 

3.0 Summary of Sample Collection Procedure 

 

 3.1 Acquire certified sample containers from Laboratory. 

3.1.1 Order 100 ml bottles from IDEXX and perform quality control (see QVIR Lab 

Manual) 

  3.1.2 Call lab and order sample bottles 

 

 3.2 Do all necessary preparation prior to sampling. 

 

 3.3 Assemble all equipment (See 6. Equipment and Supplies Checklist). 

 

 3.4 Collect all QA samples. 

 

 3.5 Perform field analyses. 

 

3.6 Obtain samples using dip sampler if necessary and certified clean collection bottle. 

 

 3.7 Store nutrient samples at 4ºC and bacteria samples at 10ºC 

 

 3.8 Submit samples to laboratory (Refer to Sample Submission SOP). 

 

4.0  Grab Sampling Procedure – Nutrients, Chlorophyll a and Phaeophytin a 

 

4.1      Streams are always sampled upstream from any manmade structure such as a bridge.  

 

4.2      Lakes are sampled at their outlet.  
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4.3      Collect from the same sampling site each time.  

 

4.4      Check last year's field notes or GPS log for exact sampling location.  

 

4.5 Immerse the thermometer or YSI handheld in the water and leave immersed five 

minutes before reading temperature. Avoid disturbing the bottom with the  thermometer 

at the sample site.  

 

4.6  Label bottle with a unique site code (geographic area name and stream or  lake name), 

date, time, water temperature and sampler's initials. Include  whether it is a grab or 

composite sample. Label bottle before immersion  using a black permanent marker or 

pre-printed labels. If using pre-printed labels affix with clear plastic packaging tape to 

avoid them getting wet. Aquatic Research Inc., contracted lab, provides only certified 

clean containers. 

 

4.7 Use latex gloves when handling bottles during sampling. Fingers contain  contaminants 

such as nitrates. Bug repellents or sunscreen are particularly troublesome as 

contaminants. Once the gloves are on, be careful not to  touch your face, the ground, or 

anything but the bottles.  

 

4.8 The sample should be taken from flowing, not stagnant water, facing upstream 

positioned in the thalwag. 

 

4.9 Be sure to immerse the bottle completely, 10 cm (4 inches) deep, with mouth of bottle 

pointing upstream, so no water flows over your hand into the bottle. Remove the cap 

under water. Be sure the bottle does not get near the bottom of the stream where 

sediments can be disturbed. Water samples should be collected 6-12 inches below the 

water surface. Fill bottle at least half full, replace cap loosely, remove from water and 

shake. Pour out rinse water downstream of sample point. Pour some rinse water over 

inside of cap. Do not touch bottle mouth or inside of cap. Partially fill the bottle, cap, 

shake, and rinse three times. 

 

4.10 Collect the sample on the fourth immersion. Use the same procedure as before but fill 

bottle completely. Be careful not to contaminate the sample with surface film, contact 

with human skin, breathing in/on the bottle or cap, etc. If necessary, squeeze the bottle 

slightly as the cap is tightened so no air remains in bottle. If stream is too shallow to 

immerse bottle fully, collect as much as possible, being very careful not to touch the 

bottom. Note depth on field notes.  

 

4.11 Collect one "duplicate" sample every two weeks (sampling frequency). Sample sites 

chosen for duplicate sampling are selected at random among sites sampled. When a 

duplicate sample is selected for the site, repeat procedures as with normal stream 

samples. The duplicate is the second sample when two samples are collected. 

Duplicates document repeatability of individual sample collections and reproducibility 

of laboratory results.  

 

Patterns in Fecal Indicator Bacteria in the Scott River Watershed, 2007-2014



_________________________________________________________________________________________________________________________________

 

B3     

4.12 Place sample immediately in a Ziploc bag in the cooler after collection. Do not expose 

sample bottles to the sun. Fill out the field data sheet, noting any unusual conditions 

such as wind or rain. Measure air temperature (shaded) and record. Dispose of latex 

gloves. 

 

4.13 Samples are analyzed in the lab. Keep samples cool while transporting. Ziploc bags 

(double bagged) filled with snow work well if frozen icepacks are unavailable for 

transport from the field. Store at 4 ºC but do not freeze. Include a separate Ziploc bag 

containing the completed Chain of Custody form. Ship to the lab in a picnic cooler with 

frozen icepacks via FedEx or UPS overnight. Do not ship so the sample arrives on a 

weekend. If necessary, keep samples refrigerated for arrival weekdays. Hand delivery to 

the lab is preferred; or arrange for a contact to pick up the samples. 

 

5.0 Grab Sampling Procedure – Total Coliforms and E. coli 

   

5.1 Streams are always sampled upstream from any manmade structure such as a bridge.  

 

5.2 Lakes are sampled at their outlet.  

 

5.3 Collect from the same sampling site each time.  

 

5.4 Check last year's field notes or GPS log for exact sampling location.  

 

5.5 Immerse the thermometer or YSI handheld in the water and leave immersed five 

minutes before reading temperature. Avoid disturbing the bottom with the thermometer 

at the sample site.  

 

5.6 Label bottle with location (geographic area name and stream or lake name), date, time, 

water temperature and sampler's initials. Label bottle before immersion using a black 

permanent marker or pre-printed labels. QVIR Bacteria Lab, State Certified Lab, 

purchases only certified sterile, 100 mL, sealed containers from IDEXX. 

 

5.7 Use latex gloves when handling bottles during sampling. Fingers contain contaminants 

such as nitrates. Bug repellents or sunscreen are particularly troublesome as 

contaminants. Once the gloves are on, be careful not to  touch your face, the ground, or 

anything but the bottles.  

 

5.8 The sample should be taken from flowing, not stagnant water, facing upstream 

positioned in the thalwag. 

 

5.9 Be sure to immerse the bottle completely, 10 cm (4 inches) deep, with mouth of bottle 

pointing upstream, so no water flows over your hand into the bottle. Be sure the bottle 

does not get near the bottom of the stream where sediments can be disturbed. Water 

samples should be collected 6-12 inches below the water surface. Fill bottle, to the 

100ml line indicated, on first immersion, pour off the excess and cap. Do not under fill 

or over fill, do not redunk. If too much water is poured off, redo sample with new 100 

ml container. 
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5.10 Do not touch bottle mouth or inside of cap. Be careful not to contaminate the sample 

with surface film, contact with human skin, breathing in/on the bottle or cap, etc. If 

stream is too shallow to immerse bottle fully, collect as much as possible, being very 

careful not to touch the bottom. Note depth on field notes. 

 

5.11 Collect one "duplicate" sample every two weeks (sampling frequency). Sample sites 

chosen for duplicate sampling are selected at random among sites sampled. When a 

duplicate sample is selected for the site, repeat procedures as with normal stream 

samples. The duplicate is the second sample when two samples are collected. 

Duplicates document repeatability of individual sample collections and reproducibility 

of laboratory results.  

 

5.12 Samples are analyzed in the QVIR Bacteria lab. Keep samples cool while transporting. 

Store at 10 ºC but do not freeze. Hand-deliver to the lab. See Lab SOP. 

 

 

6. Equipment/Supplies 

 Equipment that is necessary for the collection of surface water samples includes: 

6.1 Wilderness First Aid Pack 

6.2 Water Filter 

6.3 Camel Packs 

6.4 Ice Packs 

6.5 Coolers 

6.6 Sample Bottles 

6.7 Sun Block 

6.8 Leatherman 

6.9 Waders & Boots 

6.10 Camera 

6.11 Note Pad & Pencil 

6.12 Calculator 

6.13 Data Sheets 

6.14 Meter Measuring Tape/ 4 Utility Clamps 

6.15 YSI Handheld 

6.16 Aqua Calc & Rod 

6.17 Turbidity Meter 

6.18 Tape measure (25 ft.) 

6.19 Latex gloves 

6.20 Ziploc bags 

6.21 GPS Unit 

6.22 Field Notebook 

6.23 2 Waterproof (Sharpie) pens and 2 black ink writing pens 

6.24 Water or Gatorade 

6.25 Air temperature thermometer 

6.26 Trash bag 

 

7. Procedure for Nutrients, Chlorophyll a and Phaeophytin a 

7.1 Two weeks prior to sampling – order bottles from Aquatic Research Inc. for           

sampling. 
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7.2 Create sampling bottle labels, label sample bottles, place in cooler. 

7.3 Fill out mailing label. 

7.4 Be sure Blue Ice packs are freezing. 

7.5 Calibrate YSI handheld according to protocol. 

7.6 Fill tatum: write-in-the-rain data sheets (Flow & Surface Water per site), pencils, calculator, 

field notebook, thermometer (NIST),  

7.7 Pack truck, complete gear checklist (See Section 5) 

7.8 Arrive at first sampling site, make sure all instrumentation is in shade. 

7.9 Collect flow according to USDA protocol, record on flow datasheet. 

7.10 Just upstream of flow site, place YSI probe in water to stabilize in the thalwag, where the 

water samples will be taken (see discharge data sheet to locate thalwag). The probes should 

be ~ 6-12 inches below water surface. Record results on surface water datasheet. 

7.11 Collect nutrient samples according to protocol (Section 4). Place samples in a Ziploc bag 

in cooler. Record sample collected and time of collection. 

7.12 Collect Total Coliforms and E.coli samples according to protocol (Section 5). Place 

samples in cooler. Record sample collected and time of collection. 

7.13 Take air temperature inside riparian canopy (if possible), record. 

7.14 Wilderness samples will be packed into a Ziploc bag and placed inside      another Ziploc 

filled with Blue Ice. Upon reaching the car, at the trailhead, samples will be placed inside 

the cooler w/fresh Blue Ice prior to collecting samples at the trailhead. 

7.15 Once all samples are collected, return to office, open cooler and replace all ice packs with 

fresh Blue Ice from office freezer. Put used Blue Ice from sampling day in freezer, to re-

freeze. The samples sit overnight in the cooler. 

7.16 Arrive to office the next day, replace Blue Ice with fresh from freezer.  

7.17 Complete Chain of Custody (COC) Forms as each sites samples are packed into the 

cooler. Copy COC from, file at QVIR, send original COC in a Ziploc bag in the cooler 

with the samples. 

7.18 Using packing tape secure lid on cooler, place FedEx label on the handle (luggage tag 

style labels). Drop off at Yreka Mail Box and Package Service in Yreka by 1:30 pm. 

    

Comments:  

 If there is no current, create a current artificially by pushing the bottle forward horizontally. 

 For shallow waters such as streams springs, seeps or other types of discharges, attempt to 

sample the water without touching any solids. 

 if flows are too deep, wide or fast samples may be taken from a well-mixed area at the water’s 

edge.
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APPENDIX C:  LABORATORY STANDARD OPERATING PROCEEDURES 

Document C1.  Standard operating procedure for laboratory analysis of E. coli and total coliform from 

surface water samples collected in the Scott River watershed.  The original document was prepared by 

the Quartz Valley Indian Reservation Environmental Protection Department.   
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Standard Operating Procedure for:  

 
Escherichia coli and Total Coliform using the  

IDEXX Quanti-Tray/2000 System with Colilert 
reagent  

 
 
 
 
 

Quartz Valley Indian Reservation 
Environmental Protection Department 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
Prepared by: __________________________________ Date: _____________  
QVIR Quality Assurance and Lab Director 
 
Reviewed by:__________________________________ Date:______________ 
Environmental Laboratory Accreditation Program 
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1 Identification of the test method  
Escherichia coli using the IDEXX Quanti-Tray/2000 System with Colilert reagent 
(Standard Methods, 9223 B.)  
 

2 Applicable matrix or matrices  
This method is suitable for use with surface water samples.  
 

3 Detection Limit  
The detection limit for this analysis is 1 Most Probable Number (MPN) per 
100mL of sample.  
 

4 Scope of the test method  
This standard operating procedure describes the test method for the collection and 
analysis of water samples for the enumeration of Escherichia coli (E. coli) and 
Total coliform bacteria.  
 

5 Summary of test method  
Surface water samples are collected in 120ml shrink-banded, sterile IDEXX 
bottles. An undiluted water sample will be analyzed from the sample collected. 
The Colilert® reagent is added directly to the 100 ml undiluted sample. Both are 
mixed thoroughly to dissolve the reagent. The sample is transferred to Quanti-
Trays®/2000 and sealed using the Quanti-Tray sealer. Samples are incubated at 
35.0 ± 0.5º C for 24 hours. Results are reported as MPN/100mL.  
 

6 Definitions  
6.1 Analytical batch: The set of samples processed at the same time  
6.2 Control cultures: For each lot of medium, check analytical procedures by 

testing with known positive and negative control cultures. For example, 
E.coli is a positive control for this analysis and Staphylococcus aureus is a 
negative control.  

6.3 Field duplicate (FD): Two samples taken at the same time and place under 
identical circumstances and that are treated identically throughout field 
and laboratory procedures. Analysis of field duplicates indicates the 
precision associated with sample collection, preservation, and storage as 
well as laboratory procedures.  

6.4 Laboratory reagent blank (LRB): An aliquot of sterilized water treated as a 
sample in all aspects, except that it is not taken to the sampling site. The 
purpose is to determine if the analytes or interferences are present in the 
laboratory environment, the reagents, or the apparatus.  

6.5 Laboratory duplicate (LD): Two aliquots of the same environmental sample 
treated identically throughout a laboratory analytical procedure. Analysis 
of laboratory duplicates indicates precision associated with laboratory 
procedures but not with sample collection, preservation or storage 
procedures.  
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7 Interferences  
Water samples containing humic or other material may be colored. If there is 
background color, compare inoculated trays to a control tray containing only 
water (SM, 9223 A.)  
 

8 Health and safety  
The analysis involves handling of freshwater samples that may contain live 
microorganisms and therefore pose some threat of infection. Laboratory personnel 
who are routinely exposed to such water samples are encouraged to protect 
themselves from water borne illnesses by wearing clean disposable gloves and 
washing their hands frequently.  
 
The Colilert® reagent is not hazardous according to the manufacturer’s material 
safety data sheet. The manufacturer does recommend wearing gloves and safety 
glasses while using this reagent and washing hands after use.  
 

9 Personnel qualifications  
Laboratory and field personnel shall have a working knowledge of this analytical 
procedure and will have received training from an QVIR employee 
knowledgeable of the proper sample analysis procedures.  
 

10 Equipment and supplies  
10.1 Sterile, shrink-wrapped 100ml IDEXX bottles.  
10.2 Quanti-Tray Sealer®: catalog number WQTS2X-115. IDEXX Laboratories, 

Inc., Westbrook, ME  
10.3 Incubator 
  

11 Reagents and standards  
11.1 Colilert® reagent: for 100 ml samples, catalog number WP200. IDEXX 

Laboratories, Inc., Westbrook, ME.  
11.2 Quanti-Tray®/2000: 100 trays containing 97 wells each, part number WQT-

2K. IDEXX Laboratories, Inc., Westbrook, ME  
  

12 Sample collection, preservation, shipment and storage  
12.1 Arrive at site and record site number, date and time.
12.2 Immerse the thermometer or YSI handheld in the water and leave immersed 

five minutes before reading temperature. Avoid disturbing the bottom with 
the thermometer at the sample site.  

12.3 Label bottle with location (geographic area name and stream or lake name), 
date, time, water temperature and sampler's initials. Label bottle before 
immersion using a black permanent marker or pre-printed labels. QVIR 
Bacteria Lab, State Certified Lab, purchases only certified sterile, 100 ml, 
sealed containers from IDEXX. 

12.4 Use latex gloves when handling bottles during sampling. Fingers contain 
contaminants such as nitrates. Bug repellents or sunscreen are particularly 
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troublesome as contaminants. Once the gloves are on, be careful not to  touch 
your face, the ground, or anything but the bottles.  

12.5 The sample should be taken from flowing, not stagnant water, facing 
upstream positioned in the thalwag. 

12.6 Be sure to immerse the bottle completely, 10 cm (4 inches) deep, with 
mouth of bottle pointing upstream, so no water flows over your hand into the 
bottle. Be sure the bottle does not get near the bottom of the stream where 
sediments can be disturbed. Water samples should be collected 6-12 inches 
below the water surface. Fill bottle, to the 100ml line indicated, on first 
immersion, pour off the excess and cap. Do not under fill or over fill, do not 
redunk. If too much water is poured off, redo sample with new 100 ml 
container. 

12.7 Do not touch bottle mouth or inside of cap. Be careful not to 
contaminate the sample with surface film, contact with human skin, breathing 
in/on the bottle or cap, etc. If stream is too shallow to immerse bottle fully, 
collect as much as possible, being very careful not to touch the bottom. Note 
depth on field notes. 

12.8 Collect one "duplicate" sample every two weeks (sampling frequency). 
Sample sites chosen for duplicate sampling are selected at random among 
sites sampled. When a duplicate sample is selected for the site, repeat 
procedures as with normal stream samples. The duplicate is the second 
sample when two samples are collected. Duplicates document repeatability of 
individual sample collections and reproducibility of laboratory results.  

12.9 Samples are analyzed in the QVIR Bacteria lab. Keep samples cool 
while transporting. Store at 4 ºC until analysis, but do not freeze. The 
maximum holding time is 6 hours. 

12.10 For each sample, the location number, bottle numbers used and time 
collected will be recorded in the field sample log.  

12.11 The samples will be kept in the possession of QVIR personnel who both 
collect and analyze the samples.  

  
  

13 Quality control  
13.1 Accuracy: Initial analyst demonstration of capability and for each new lot of 
Quanti-Tray/2000, analyze the following:  

Check each new lot of Colilert. 
 Shine the ultraviolet lamp on the media snap packs. If the lot is 

fluorescent it will be discarded. 
 Dissolve one packet in 100 ml distilled water.  Do not incubate. 

Check for fluorescents.  
 Analyze sterile reagent water blank with each batch of samples to 

verify that there is a negative result from 24-28 hours 
 Gravimetrically check each new lot of sterile, transparent, non-

fluorescing 100-ml vessels to ensure the 100-mL fill line is 
accurately represented on the vessel.  
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Quanti-Cult Procedure 

 
a) Good laboratory practices will be used for this procedure. 
b) Pre-heat incubator to bring temperature up to 35ºC. 
c) Pre-warm rehydration fluid vials to 35º-37ºC.  Use blue autoclavable foam vial 

holder to hold vials. 
d) Discard blue cap from rehydration fluid vial.   
e) Remove organism vial from pouch (vial with colorless cap). 
f) Transfer colorless cap onto pre-warmed rehydration vial and discard vial 

containing the desiccant. 
g) Place rehydration vials into the foam vial holder.  Invert and place in incubator for 

10 minutes at 35º-37ºC. 
h) Fill four sterile IDEXX 100 ml. bottles with distilled water to fill line.  Label 

three bottles with each bacteria name and one bottle “control”. Place in incubator 
until a temperature of 35º ± 0.5ºC is reached. 

i) Remove vial from holder.  Hold vial upside down and tap cap gently to mix.  
Remove cap and look at inside surface to ensure that no un-dissolved black 
particles are present.  Inoculate an additional 10 minutes if present. 

j) Add entire contents of each appropriate bacteria vial to pre-warmed 100 ml. 
labeled bottles.   

k) Add Colilert reagent to sample bottles including control.  Place in incubator and 
follow incubation instructions outlined in section 7.  Do not place in Quanti-
Trays. 

l) See figure 5.1 for Quanti-Cult datasheet 
 

Results 
 

The following results should be observed:  
 

Organism  Result  
Escherichia coli  Yellow wells, fluorescence  
Klebsiella pneumoniae  Yellow wells, no fluorescence  
Pseudomonas aeruginosa  Clear wells, no fluorescence  
Method Blank Clear wells, no fluorescence 

 
 
 
 
 
 
m)  Disposal  

 i. All materials must be autoclaved prior to disposal and workspaces  
thoroughly disinfected.  

 ii. Dispose of media in accordance with Good Laboratory Practices.  
  
 
Bibliography  
 IDEXX, “Colisure Granulated Test Kit” product instructions. Number 06-03553-

00, undated.  
 IDEXX, “Quanti-Tray” product instructions. Number 06-02030-07, undated.  

 6
Patterns in Fecal Indicator Bacteria in the Scott River Watershed, 2007-2014



_________________________________________________________________________________________________________________________________

 IDEXX, “Quanti-Tray Sealer Model 2X User Manual.” Number 06-03128-02, 
undated.  

 EPA Region 9 Laboratory Standard Operating Procedure guidance. “Colilert, 
Colilert-18 and Colisure Total Coliform and E.coli Water Analysis”. 
Revised July 30, 1998.  

 Standard Method, “9223 B. Enzyme Substrate Test’” 20th ed., rev. 1998.  
 
 

13.2 Precision: the analyst should analyze:  
 a. Field duplicates: one field duplicate per every 10 samples or 10%, 

randomly selected, taken at the same time 
 b. Laboratory duplicates (LD): two replicates taken from the same 

collection bottle. Analyze at least one LD for every 10 samples 
collected.  

 c. Laboratory reagent blank (LRB): analyze one LRB per sample 
batch. 

13.3 Calculate Relative Percent Deviation (RPD). (Section 16.2) 
  

14 Calibration and standardization  
There are no calibration or standardization procedures for this method. 
  

15 Procedure 
See Appendix A for the manufacturer’s instructions.  
 15.1 The 100ml duplicate water sample is shaken well just prior to 

preparation for analysis. Samples over the 100 ml mark must not be 
poured to volume. If there is at least 1” of headspace, the sample 
may be shaken and excess volume taken out with a sterile pipet. If 
there is insufficient headspace (<1”) for proper mixing, do not pour 
off and discard a portion of the sample. Rather, pour the entire 
sample into a larger sterile container, mix properly, and proceed with 
the analysis. 

 15.2 Open a Colilert ampule and pour contents into either the diluted 
sample or undiluted sample. Repeat for the remaining sample.  

 15.3 Mix thoroughly, making sure the Colilert reagent is completely 
dissolved.  

 15.4 Follow manufacturer’s instructions for preparation of Quanti-
Tray/2000 and use of the Quanti-Tray Sealer.  

 15.5 Allow bubbles to settle or dissipate. Failure to do this may result in 
the wells filling or sealing improperly.  

 15.6 Record the sample’s site code on the back of the well for 
identification purposes.  

 15.7 Record the lot number of the reagents and the wells used on the 
bench sheet in the comments section.  

 15.8 Incubate at 35.0 ± 0.5ºC for 24 hours.  
 15.9 Count the number of small and large positive wells and refer to the 

MPN table to find the most probable number for Total coliform.  
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 15.10 E. coli results are obtained by placing the wells under a black light 
and counting the number of fluorescent wells. Refer to the MPN 
table to determine the E. coli concentration.  

 15.11 Report results on the bench sheet.  
 15.12 The completed bench sheet should be reviewed by the analyst, the 

laboratory director and the QA manager.  
  

16 Data acquisition, calculations, and reporting  
 16.1 For each sample analyzed, including quality control samples, record 

the number of small and large positive wells and the MPN in the 
appropriate places on the bench sheet (see below). Calculate 
precision for duplicate analyses using equation 1.  

 16.2 Equation 1. Precision (as RPD) = (A – B) x 100%  
                                                                    (A + B)/2  

 
Where: A = MPN from aliquot A and  

 B = MPN from aliquot B  
 

17 Computer hardware and software  
Word: This document and attached bench sheet are prepared using Microsoft  
Word. The Word document file name for this SOP is: Standard Operating 

Procedures for Surface Water_E.coli.doc
  
18 Method performance  

 
The QVIR lab must successfully analyze at least one set of PT material once every 12 
months for each method for which it is certified.  The only method that the QVIR lab is 
certified for is an enzyme substrate method using Colilert.  The test must contain 10 
samples; all shipped at the same time, and must be lyophilized, dehydrated or in aqueous 
state. The test should contain total coliforms, fecal coliforms, E. coli, non-coliforms and 
at least one blank.  An acceptable result is a correct analysis of 9 of the 10 samples, with 
no false negative results.  The WS (Water Supply) Micro Standards and the WP (Water 
Pollution) Micro Standards from Wibby Environmental should both be used. 
 

18.1 Store PT standards in the refrigerator at ~ 4ºC.  Remember to record the 
temperature daily until samples are used. 

18.2 Follow the date of analysis requirements provided by Wibby  
Environmental. 

18.3 When ready to use, place the samples in the incubator for 2 hours at ~    
35ºC. 

18.4 Homogenize the samples by shaking vigorously prior to beginning sample 
analysis 

18.5 If using the Water Pollution standards, be sure to complete sample 
dilutions before proceeding with analysis. 
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18.6The Wibby Environmetnal WP Microstandard contains total Coliforms, 
Fecal Coliforms and E.coli within the EPA/NELAC specified concentration 
range of 20-2400 CFU/100ml 

18.7 Report results to Wibby Environmental within the specified dates. 
18.8 Include results in yearly laboratory report. 

 
19 Data assessment and acceptable criteria for quality control measures  

19.1 The analyst should review all data for correctness (e.g., use of MPN table).  
19.2 Precision values are calculated for pairs of duplicate analyses.  
19.3 Record the precision values as RPD on the bench sheet.  
19.4 The desired precision is ± 20% (RPD).  
19.5 The desired detection limit is 1 MPN/100mL  
19.6 The completed bench sheet is reviewed by the analyst’s supervisor or the 

QVIR Lab Director 
  

20 Corrective actions for out-of-control or unacceptable data  
 20.1 The results for precision and blank data are compared to the 

acceptable values for this analysis; ± 20% and 1 MPN/100mL, 
respectively.  

 20.2 If a precision value exceeds 20% then the analyst should write in the 
comments section of the bench sheet: “These data are associated 
with an out-of-control duplicate analysis. The UCL = 20%.” Note: 
“UCL” is the Upper Control Limit (i.e., 20%).  

 20.3 If a blank value exceeds 1 MPN/100mL then the analyst should write 
in the comments section of the bench sheet: “These data are 
associated with a blank value that exceeds the detection limit of 1 
MPN/100mL.”  

 20.4 The samples cannot be reanalyzed because the sample volume will be 
depleted after the initial analysis.  

 20.5 If data are unacceptable for any reason, the analyst should review 
their analytical technique prior to conducting this analysis again.  

  
21 Waste management  

The wastes generated in this method are not hazardous. The water can be 
discarded in the laboratory sink. Quanti-Trays are hand delivered to Basic Lab in 
Redding, CA were they are autoclaved and then discarded with the trash.  
 

22 References  
 22.1 IDEXX Laboratories, Inc. Westbrook, ME 04092. Instruction 

manuals for use of: Colilert®, Quanti-Tray®/2000, and Quanti-Tray 
Sealer®.  

 22.2 Standard Methods for the Examination of Water and Wastewater. 
Method 9223 B., APHA, 21st Edition, 2005.  
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23 Reporting  
 
23.1 Procedure for notification of clients for drinking water positives: 

It is required to formally notify water suppliers for Total or E. Coli positive 
test results as follows: 

 
a) Formally document notification- see attachment data sheet 
b) Notify an officially designated contact person with the water 

supplier.  
c) Arrange for re-sampling within 24 hours. Important: the 

notification must be with a “live voice” The message should not be 
left on an answering machine when notifying the water supplier. 

 
23.2 A final report will be written by the Project Coordinator and QC Officer as 

well as sent to any funders, local Boards, EPA, and other interested parties. 
The final report will include the table and graphs that were developed for the 
web site and media, and it will describe the program's goals, methods, quality 
control results, data interpretation, and recommendations. Following 
notification of the Tribal Council, the QVIR Environmental Protection 
Department would then inform the North Coast Regional Water Quality 
Control Board staff and work cooperatively with that agency for abatement of 
problems.    

 
24 Tables, diagrams, flowcharts and validation data  

 24.1 See Appendix A for MPN tables and Quanti-Tray/2000 instructions.  
 24.2 See below for the bench sheet. The analyst should make a copy of 

this form for each batch of samples analyzed.  
24.3 The following validation procedures will be established throughout 

the project: Equipment will be calibrated at the start of the season 
and checked before each collection; blind field replicates will be 
submitted to the laboratory, which will also analyze lab duplicates, 
blanks, and Quanti-Cult new lot checks, chain of custody will be 
maintained; field sheets and data entry will be checked by the QC 
Officer; descriptive statistics and graphs will be produced. 
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_________________________________________________________________________________________________________________________________

Quartz Valley Indian Reservation 
Environmental Protection Program 

Quartz Valley, CA 
Escherichia coli IDEXX System  

Bench Sheet  
Analyst: ________________________ Project: ________________________  
 
 Date analyzed: _________________  
       Data Reviewed By: 

  
   

 
Incubator Data: Start Day/Time: ________________ Start Temperature (ºC): ________ 
 
      End Day/Time: _________________ End Temperature (ºC):_________  
 
    

Large Well 
Positive Count 

Small Well 
Positive 
Count 

Sample Data 

Replicate Replicate 
Sample 

Identification 
Date 

Collected 
A B A B 

Most Probable 
Number 

(MPN/100ml)  * 
[Mean of A + B] 

       
       
       
       
       
       
       
       
       
       
       
       
       
       
       
       
       
 
Comments: 
__________________________________________________________________  
______________________________________________________________________ 
  
*See MPN tables.  
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_________________________________________________________________________________________________________________________________

Quartz Valley Indian Reservation 
Environmental Protection Program 

Quartz Valley, CA 
Total Coliform IDEXX System  

Bench Sheet  
Analyst: ________________________ Project: ________________________  
 
 Date analyzed: _________________  Data Reviewed By:              
Incubator Data: Start Day/Time: ________________ Start Temperature (ºC): ________ 
 
      End Day/Time: _________________ End Temperature (ºC):_________  
 
    

Large Well 
Positive Count 

Small Well 
Positive 
Count 

Sample Data 

Replicate Replicate 
Sample 

Identification 
Date 

Collected 
A B A B 

Most Probable 
Number 

(MPN/100ml)  * 
[Mean of A + B] 

       
       
       
       
       
       
       
       
       
       
       
       
       
       
       
       
       
 
 Comments: 
__________________________________________________________________  
______________________________________________________________________ 
  
*See MPN tables
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_________________________________________________________________________________________________________________________________

Quartz Valley Indian Reservation Microbiology Laboratory 
Log for formally notifying client of a Total or E. coli  

Positive Test Result 
 

Name of 
Water 
Supplier 

Phone 
Number 

Date of 
Sample  

Date of 
Notification 

Time of 
notification  

Date 
scheduled 
for Re-
Sample 

Staff 
Initials 
Performing 
Notification
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		This is Electronic Appendix E1 to the following report:

		Genzoli, L., C. Robinson, and J.E. Asarian.  2015.  Patterns of Fecal Indicator Bacteria in the Scott River Watershed, 2007-2014.  Prepared by Kier Associates and Quartz Valley Indian Reservation. Prepared for the Quartz Valley Indian Reservation, Fort Jones, CA. 47 p. + appendices 





		KEY TO COLUMNS

		Date		Date in dd:mm:yyyy

		Year		numeric year

		Month		numeric month

		Day		numeric day

		SiteOrig		The site code as written in the original data sheet

		Site		The site code used in this analysis:  some site had more than one name and were there for combined in this analysis, other codes were changed due to typos in the original data

		sampleType		sample:  used in analysis, blank:  lab blank not used in analysis, dup: field duplicate not used in analysis

		SiteType		bg: background monitoring in Quartz Valley/Scott River, grazing:  high elevation grazing sites where grazing occurs annually, ungrazed:  high elevation grazing sites that are retired or inaccessible to cattle, ss:  special studies

		SampleName		sample name as "sitemmddyy" and dub or blk leading the code if relevant

		Time		time in hh:mm; 24 hour clock

		TempC		water temperature in degrees celcious at time of sample collection

		TotalColiform		Total coliform in most probably number/100 mL (mpn/100mL)

		Ecoli		E. coli in most probably number/100 mL (mpn/100mL)

		FecalColiform		Fecal coliform in most probably number/100 mL (mpn/100mL)

		Crew		Field crew who collected samples

		Source		File name of original data file

		Notes		Notes from original data file





FIB_Data

		Date		Year		Month		Day		SiteOrig		Site		sampleType		SiteType		SampleName		Time		TempC		TotalColiform		Ecoli		FecalColiform		Crew		Source		Notes

		21-05-2014		2014		05		21		SRSF		SRSF		sample		bg		SRSF052114		10:20		8.22		78		7.4		NA		V.BENNET L.SUPER		2007-2014 E.coli Data.xlsx/2014

		21-05-2014		2014		05		21		SREF		SREF		sample		bg		SREF052114		10:43		14.36		410.6		7.5		NA		V.BENNET L.SUPER		2007-2014 E.coli Data.xlsx/2014

		21-05-2014		2014		05		21		MICR		MICR		sample		bg		MICR052114		11:20		9.03		238.2		1		NA		V.BENNET L.SUPER		2007-2014 E.coli Data.xlsx/2014

		21-05-2014		2014		05		21		SHFL		SHFL		sample		bg		SHFL052114		11:40		9.8		139.1		1		NA		V.BENNET L.SUPER		2007-2014 E.coli Data.xlsx/2014

		21-05-2014		2014		05		21		SNCR		SNCR		sample		bg		SNCR052114		14:41		15.29		>2419.6		>2419.6		NA		V.BENNET L.SUPER		2007-2014 E.coli Data.xlsx/2014

		21-05-2014		2014		05		21		SHMI		CHTH		sample		bg		SHMI052114		NA		NA		NA		NA		NA		V.BENNET L.SUPER		2007-2014 E.coli Data.xlsx/2014

		21-05-2014		2014		05		21		SRGA		SRGA		sample		bg		SRGA052114		15:01		19.23		>2419.6		201.4		NA		V.BENNET L.SUPER		2007-2014 E.coli Data.xlsx/2014

		21-05-2014		2014		05		21		SCJB		SRJB		sample		bg		SCJB052114		15:21		19.25		>2419.6		91		NA		V.BENNET L.SUPER		2007-2014 E.coli Data.xlsx/2014

		21-05-2014		2014		05		21		UPSN		UPSN		sample		bg		UPSN052114		NA		NA		NA		NA		NA		V.BENNET L.SUPER		2007-2014 E.coli Data.xlsx/2014

		21-05-2014		2014		05		21		SWIM		SRES		sample		bg		SWIM052114		11:50		9.8		140.1		<1		NA		V.BENNET L.SUPER		2007-2014 E.coli Data.xlsx/2014

		21-05-2014		2014		05		21		FACR		dup		dup		bg		FACR052114		10:20		8.22		67		4.1		NA		V.BENNET L.SUPER		2007-2014 E.coli Data.xlsx/2014

		21-05-2014		2014		05		21		CLCR		blank		blank		bg		CLCR052114		NA		NA		<1		<1		NA		V.BENNET L.SUPER		2007-2014 E.coli Data.xlsx/2014

		04-06-2014		2014		06		04		SRSF		SRSF		sample		bg		SRSF060414		9:36		10.4		NA		NA		NA		CC.CROY I.WILLIAMS		2007-2014 E.coli Data.xlsx/2014

		04-06-2014		2014		06		04		SREF		SREF		sample		bg		SREF060414		10:32		13.8		NA		NA		NA		CC.CROY I.WILLIAMS		2007-2014 E.coli Data.xlsx/2014

		04-06-2014		2014		06		04		MICR		MICR		sample		bg		MICR060414		11:35		10.5		NA		NA		NA		CC.CROY I.WILLIAMS		2007-2014 E.coli Data.xlsx/2014

		04-06-2014		2014		06		04		SHFL		SHFL		sample		bg		SHFL060414		12:06		12		NA		NA		NA		CC.CROY I.WILLIAMS		2007-2014 E.coli Data.xlsx/2014

		04-06-2014		2014		06		04		UPSN		UPSN		sample		bg		UPSN060414		NA		NA		NA		NA		NA		CC.CROY I.WILLIAMS		2007-2014 E.coli Data.xlsx/2014

		04-06-2014		2014		06		04		SHMI		CHTH		sample		bg		SHMI060414		12:20		11.8		NA		NA		NA		CC.CROY I.WILLIAMS		2007-2014 E.coli Data.xlsx/2014

		04-06-2014		2014		06		04		SRGA		SRGA		sample		bg		SRGA060414		13:19		19.4		NA		NA		NA		CC.CROY I.WILLIAMS		2007-2014 E.coli Data.xlsx/2014

		04-06-2014		2014		06		04		SCJB		SRJB		sample		bg		SCJB060414		13:36		19.5		NA		NA		NA		CC.CROY I.WILLIAMS		2007-2014 E.coli Data.xlsx/2014

		04-06-2014		2014		06		04		SNCR		SNCR		sample		bg		SNCR060414		12:53		15.5		NA		NA		NA		CC.CROY I.WILLIAMS		2007-2014 E.coli Data.xlsx/2014

		04-06-2014		2014		06		04		SWIM		SRES		sample		bg		SWIM060414		12:35		12.8		NA		NA		NA		CC.CROY I.WILLIAMS		2007-2014 E.coli Data.xlsx/2014

		04-06-2014		2014		06		04		FACR		dup		dup		bg		FACR060414		11:35		10.5		NA		NA		NA		CC.CROY I.WILLIAMS		2007-2014 E.coli Data.xlsx/2014

		04-06-2014		2014		06		04		CLCR		blank		blank		bg		CLCR060414		13:19		NA		NA		NA		NA		CC.CROY I.WILLIAMS		2007-2014 E.coli Data.xlsx/2014

		05-06-2014		2014		06		05		SRSF		SRSF		sample		bg		SRSF060514		10:57		11.3		104.3		<1		NA		V.BENNETT I.WILLIAMS		2007-2014 E.coli Data.xlsx/2014

		05-06-2014		2014		06		05		SREF		SREF		sample		bg		SREF060514		11:17		18.5		698.8		52.9		NA		V.BENNETT I.WILLIAMS		2007-2014 E.coli Data.xlsx/2014

		05-06-2014		2014		06		05		MICR		MICR		sample		bg		MICR060514		12:16		11.73		193.5		4.1		NA		V.BENNETT I.WILLIAMS		2007-2014 E.coli Data.xlsx/2014

		05-06-2014		2014		06		05		SHFL		SHFL		sample		bg		SHFL060514		12:43		13.49		209.8		1		NA		V.BENNETT I.WILLIAMS		2007-2014 E.coli Data.xlsx/2014

		05-06-2014		2014		06		05		SNCR		SNCR		sample		bg		SNCR060514		13:06		19.12		>2419.6		2419.6		NA		V.BENNETT I.WILLIAMS		2007-2014 E.coli Data.xlsx/2014

		05-06-2014		2014		06		05		SHMI		CHTH		sample		bg		SHMI060514		13:17		16.68		648.8		8.6		NA		V.BENNETT I.WILLIAMS		2007-2014 E.coli Data.xlsx/2014

		05-06-2014		2014		06		05		SRGA		SRGA		sample		bg		SRGA060514		14:48		21.98		613.1		7.4		NA		V.BENNETT I.WILLIAMS		2007-2014 E.coli Data.xlsx/2014

		05-06-2014		2014		06		05		SCJB		SRJB		sample		bg		SCJB060514		13:36		19.5		NA		5.2		NA		V.BENNETT I.WILLIAMS		2007-2014 E.coli Data.xlsx/2014

		05-06-2014		2014		06		05		UPSN		UPSN		sample		bg		UPSN060514		12:20		NA		NA		NA		NA		V.BENNETT I.WILLIAMS		2007-2014 E.coli Data.xlsx/2014

		05-06-2014		2014		06		05		SWIM		SRES		sample		bg		SWIM060514		12:35		12.8		NA		NA		NA		V.BENNETT I.WILLIAMS		2007-2014 E.coli Data.xlsx/2014

		05-06-2014		2014		06		05		FACR		dup		dup		bg		FACR060514		11:35		10.5		NA		2		NA		V.BENNETT I.WILLIAMS		2007-2014 E.coli Data.xlsx/2014

		05-06-2014		2014		06		05		CLCR		blank		blank		bg		CLCR065014		13:19		NA		NA		<1		NA		V.BENNETT I.WILLIAMS		2007-2014 E.coli Data.xlsx/2014

		18-06-2014		2014		06		18		SRSF		SRSF		sample		bg		SRSF061814		10:28		9.97		NA		7.3		NA		V.BENNETT I.WILLIAMS		2007-2014 E.coli Data.xlsx/2014

		18-06-2014		2014		06		18		SREF		SREF		sample		bg		SREF061814		10:52		16.25		NA		72.3		NA		V.BENNETT I.WILLIAMS		2007-2014 E.coli Data.xlsx/2014

		18-06-2014		2014		06		18		MICR		MICR		sample		bg		MICR061814		11:54		10.65		NA		4.1		NA		V.BENNETT I.WILLIAMS		2007-2014 E.coli Data.xlsx/2014

		18-06-2014		2014		06		18		SHFL		SHFL		sample		bg		SHFL061814		12:58		11.65		NA		1		NA		V.BENNETT I.WILLIAMS		2007-2014 E.coli Data.xlsx/2014

		18-06-2014		2014		06		18		SNCR		SNCR		sample		bg		SNCR061814		13:30		18.73		NA		613.1		NA		V.BENNETT I.WILLIAMS		2007-2014 E.coli Data.xlsx/2014

		18-06-2014		2014		06		18		SHMI		CHTH		sample		bg		SHMI061814		NA		NA		NA		NA		NA		V.BENNETT I.WILLIAMS		2007-2014 E.coli Data.xlsx/2014

		18-06-2014		2014		06		18		SRGA		SRGA		sample		bg		SRGA061814		13:51		19.82		NA		1		NA		V.BENNETT I.WILLIAMS		2007-2014 E.coli Data.xlsx/2014

		18-06-2014		2014		06		18		SCJB		SRJB		sample		bg		SCJB061814		14:16		20.78		NA		19.9		NA		V.BENNETT I.WILLIAMS		2007-2014 E.coli Data.xlsx/2014

		18-06-2014		2014		06		18		UPSN		UPSN		sample		bg		UPSN061814		NA		NA		NA		NA		NA		V.BENNETT I.WILLIAMS		2007-2014 E.coli Data.xlsx/2014

		18-06-2014		2014		06		18		SWIM		SRES		sample		bg		SWIM061814		NA		NA		NA		NA		NA		V.BENNETT I.WILLIAMS		2007-2014 E.coli Data.xlsx/2014

		18-06-2014		2014		06		18		FACR		dup		dup		bg		FACR061814		14:16		20.78		648.8		14.6		NA		V.BENNETT I.WILLIAMS		2007-2014 E.coli Data.xlsx/2014

		18-06-2014		2014		06		18		CLCR		blank		blank		bg		CLCR06184		NA		NA		NA		<1		NA		V.BENNETT I.WILLIAMS		2007-2014 E.coli Data.xlsx/2014

		02-07-2014		2014		07		02		SRSF		SRSF		sample		bg		SRSF070214		11:08		21.11		>2419.6		161.6		NA		M.BENNETT L.SUPER		2007-2014 E.coli Data.xlsx/2014

		02-07-2014		2014		07		02		SREF		SREF		sample		bg		SREF070214		11:31		14.66		501.2		185		NA		M.BENNETT L.SUPER		2007-2014 E.coli Data.xlsx/2014

		02-07-2014		2014		07		02		MICR		MICR		sample		bg		MICR070214		12:32		14.4		461.1		4.1		NA		M.BENNETT L.SUPER		2007-2014 E.coli Data.xlsx/2014

		02-07-2014		2014		07		02		SHFL		SHFL		sample		bg		SHFL070214		12:56		16.58		461.1		16		NA		M.BENNETT L.SUPER		2007-2014 E.coli Data.xlsx/2014

		02-07-2014		2014		07		02		SNCR		SNCR		sample		bg		SNCR070214		13:19		22.53		>2419.6		727		NA		M.BENNETT L.SUPER		2007-2014 E.coli Data.xlsx/2014

		02-07-2014		2014		07		02		SHMI		CHTH		sample		bg		SHMI070214		13:30		18.48		1553.1		34.5		NA		M.BENNETT L.SUPER		2007-2014 E.coli Data.xlsx/2014

		02-07-2014		2014		07		02		SRGA		SRGA		sample		bg		SRGA070214		13:48		24.73		1203.3		30.5		NA		M.BENNETT L.SUPER		2007-2014 E.coli Data.xlsx/2014

		02-07-2014		2014		07		02		SCJB		SRJB		sample		bg		SCJB070214		14:05		28.09		>2419.6		191.8		NA		M.BENNETT L.SUPER		2007-2014 E.coli Data.xlsx/2014

		02-07-2014		2014		07		02		UPSN		UPSN		sample		bg		UPSN070214		NA		NA		NA		NA		NA		M.BENNETT L.SUPER		2007-2014 E.coli Data.xlsx/2014

		02-07-2014		2014		07		02		SWIM		SRES		sample		bg		SWIM070214		NA		NA		NA		NA		NA		M.BENNETT L.SUPER		2007-2014 E.coli Data.xlsx/2014

		02-07-2014		2014		07		02		FACR		dup		dup		bg		FACR070214		NA		NA		435.2		193.5		NA		M.BENNETT L.SUPER		2007-2014 E.coli Data.xlsx/2014

		02-07-2014		2014		07		02		CLCR		blank		blank		bg		CLCR070214		NA		NA		<1		<1		NA		M.BENNETT L.SUPER		2007-2014 E.coli Data.xlsx/2014

		16-07-2014		2014		07		16		SRSF		SRSF		sample		bg		SRSF071614		11:37		16.59		435.2		5		NA		M.B,V.M,C.M		2007-2014 E.coli Data.xlsx/2014

		16-07-2014		2014		07		16		SREF		SREF		sample		bg		SREF071614		11:16		23.81		2419.6		93.3		NA		M.B,V.M,C.M		2007-2014 E.coli Data.xlsx/2014

		16-07-2014		2014		07		16		MICR		MICR		sample		bg		MICR071614		12:36		10.2		686.7		32.3		NA		M.B,V.M,C.M		2007-2014 E.coli Data.xlsx/2014

		16-07-2014		2014		07		16		SHFL		SHFL		sample		bg		SHFL071614		12:57		18.43		816.4		4.1		NA		M.B,V.M,C.M		2007-2014 E.coli Data.xlsx/2014

		16-07-2014		2014		07		16		SNCR		SNCR		sample		bg		SNCR071614		13:22		20.01		>2419.6		290.9		NA		M.B,V.M,C.M		2007-2014 E.coli Data.xlsx/2014

		16-07-2014		2014		07		16		SHMI		CHTH		sample		bg		SHMI071614		13:38		16.95		1119.9		98.8		NA		M.B,V.M,C.M		2007-2014 E.coli Data.xlsx/2014

		16-07-2014		2014		07		16		SRGA		SRGA		sample		bg		SRGA071614		13:54		22.61		1119.9		32.8		NA		M.B,V.M,C.M		2007-2014 E.coli Data.xlsx/2014

		16-07-2014		2014		07		16		SCJB		SRJB		sample		bg		SCJB071614		14:15		25.67		1413.6		73.3		NA		M.B,V.M,C.M		2007-2014 E.coli Data.xlsx/2014

		16-07-2014		2014		07		16		FACR		dup		dup		bg		FACR071614		NA		NA		>2419.6		344.8		NA		M.B,V.M,C.M		2007-2014 E.coli Data.xlsx/2014

		16-07-2014		2014		07		16		CLCR		blank		blank		bg		CLCR071614		NA		NA		<1		<1		NA		M.B,V.M,C.M		2007-2014 E.coli Data.xlsx/2014

		30-07-2014		2014		07		30		SRSF		SRSF		sample		bg		SRSF073014		11:50		15.07		>2419.6		7.4		NA		V.B,V.M,J.C,C.M		2007-2014 E.coli Data.xlsx/2014

		30-07-2014		2014		07		30		SREF		SREF		sample		bg		SREF073014		12:10		20.66		365.4		8.5		NA		V.B,V.M,J.C,C.M		2007-2014 E.coli Data.xlsx/2014

		30-07-2014		2014		07		30		MICR		MICR		sample		bg		MICR073014		12:51		15.55		155.4		13.4		NA		V.B,V.M,J.C,C.M		2007-2014 E.coli Data.xlsx/2014

		30-07-2014		2014		07		30		SHFL		SHFL		sample		bg		SHFL073014		13:22		17.38		376.2		4.1		NA		V.B,V.M,J.C,C.M		2007-2014 E.coli Data.xlsx/2014

		30-07-2014		2014		07		30		SNCR		SNCR		sample		bg		SNCR073014		13:49		22.26		>2419.6		980.4		NA		V.B,V.M,J.C,C.M		2007-2014 E.coli Data.xlsx/2014

		30-07-2014		2014		07		30		SHMI		CHTH		sample		bg		SHMI073014		13:58		17.13		234.8		11		NA		V.B,V.M,J.C,C.M		2007-2014 E.coli Data.xlsx/2014

		30-07-2014		2014		07		30		SRGA		SRGA		sample		bg		SRGA073014		14:43		23.59		1413.6		18.1		NA		V.B,V.M,J.C,C.M		2007-2014 E.coli Data.xlsx/2014

		30-07-2014		2014		07		30		SCJB		SRJB		sample		bg		SCJB073014		14:47		25.17		281.2		7.1		NA		V.B,V.M,J.C,C.M		2007-2014 E.coli Data.xlsx/2014

		30-07-2014		2014		07		30		FACR		dup		dup		bg		FACR073014		13:22		NA		770.1		8.5		NA		V.B,V.M,J.C,C.M		2007-2014 E.coli Data.xlsx/2014

		30-07-2014		2014		07		30		CLCR		blank		blank		bg		CLCR073014		14:43		NA		<1		<1		NA		V.B,V.M,J.C,C.M		2007-2014 E.coli Data.xlsx/2014

		13-08-2014		2014		08		13		SRSF		SRSF		sample		bg		SRSF081314		12:00		14.4		360.9		1		NA		V.B,V.M,J.C,C.M		2007-2014 E.coli Data.xlsx/2014

		13-08-2014		2014		08		13		SREF		SREF		sample		bg		SREF081314		11:45		19.96		1553.1		5.2		NA		V.B,V.M,J.C,C.M		2007-2014 E.coli Data.xlsx/2014

		13-08-2014		2014		08		13		MICR		MICR		sample		bg		MICR081314		NA		NA		NA		NA		NA		V.B,V.M,J.C,C.M		2007-2014 E.coli Data.xlsx/2014

		13-08-2014		2014		08		13		SHFL		SHFL		sample		bg		SHFL081314		NA		NA		NA		NA		NA		V.B,V.M,J.C,C.M		2007-2014 E.coli Data.xlsx/2014

		13-08-2014		2014		08		13		SNCR		SNCR		sample		bg		SNCR081314		13:35		18.1		>2419.6		816.4		NA		V.B,V.M,J.C,C.M		2007-2014 E.coli Data.xlsx/2014

		13-08-2014		2014		08		13		SHMI		CHTH		sample		bg		SHMI081314		13:50		16.95		>2419.6		43.2		NA		V.B,V.M,J.C,C.M		2007-2014 E.coli Data.xlsx/2014

		13-08-2014		2014		08		13		SRGA		SRGA		sample		bg		SRGA081314		14:00		18.89		1553.1		30.5		NA		V.B,V.M,J.C,C.M		2007-2014 E.coli Data.xlsx/2014

		13-08-2014		2014		08		13		SCJB		SRJB		sample		bg		SCJB081314		14:00		20.63		NA		NA		NA		V.B,V.M,J.C,C.M		2007-2014 E.coli Data.xlsx/2014

		13-08-2014		2014		08		13		FACR		dup		dup		bg		FACR081314		13:35		NA		>2419.6		1046.2		NA		V.B,V.M,J.C,C.M		2007-2014 E.coli Data.xlsx/2014

		13-08-2014		2014		08		13		CLCR		blank		blank		bg		CLCR081314		14:00		NA		<1		<1		NA		V.B,V.M,J.C,C.M		2007-2014 E.coli Data.xlsx/2014

		27-08-2014		2014		08		27		SRSF		SRSF		sample		bg		SRSF082714		12:00		13.97		648.8		1		NA		V.B, I.W		2007-2014 E.coli Data.xlsx/2014

		27-08-2014		2014		08		27		SREF		SREF		sample		bg		SREF082714		12:20		20.87		1203.3		6		NA		V.B, I.W		2007-2014 E.coli Data.xlsx/2014

		27-08-2014		2014		08		27		MICR		MICR		sample		bg		MICR082714		13:08		14.3		1553.1		7.1		NA		V.B, I.W		2007-2014 E.coli Data.xlsx/2014

		27-08-2014		2014		08		27		SHFL		SHFL		sample		bg		SHFL082714		13:39		15.55		1119.9		7		NA		V.B, I.W		2007-2014 E.coli Data.xlsx/2014

		27-08-2014		2014		08		27		SNCR		SNCR		sample		bg		SNCR082714		16:00		21.37		1732.9		224.7		NA		V.B, I.W		2007-2014 E.coli Data.xlsx/2014

		27-08-2014		2014		08		27		SHMI		CHTH		sample		bg		SHMI082714		15:44		17.83		>2419.6		12		NA		V.B, I.W		2007-2014 E.coli Data.xlsx/2014

		27-08-2014		2014		08		27		SRGA		SRGA		sample		bg		SRGA082714		15:16		20.64		1732.9		2		NA		V.B, I.W		2007-2014 E.coli Data.xlsx/2014

		27-08-2014		2014		08		27		SCJB		SRJB		sample		bg		SCJB082714		14:58		21.89		1732.9		11.2		NA		V.B, I.W		2007-2014 E.coli Data.xlsx/2014

		27-08-2014		2014		08		27		FACR		dup		dup		bg		FACR082714		14:58		21.89		1553.1		6.1		NA		V.B, I.W		2007-2014 E.coli Data.xlsx/2014

		10-09-2014		2014		09		10		SRSF		SRSF		sample		bg		SRSF091014		10:45		11.38		579.4		1		NA		V.B, I.W		2007-2014 E.coli Data.xlsx/2014

		10-09-2014		2014		09		10		SREF		SREF		sample		bg		SREF091014		11:16		15.76		1986.3		5.1		NA		V.B, I.W		2007-2014 E.coli Data.xlsx/2014

		10-09-2014		2014		09		10		MICR		MICR		sample		bg		MICR091014		12:38		12.19		2419.6		3.1		NA		V.B, I.W		2007-2014 E.coli Data.xlsx/2014

		10-09-2014		2014		09		10		SHFL		SHFL		sample		bg		SHFL091014		13:05		11.9		1553.1		1		NA		V.B, I.W		2007-2014 E.coli Data.xlsx/2014

		10-09-2014		2014		09		10		SNCR		SNCR		sample		bg		SNCR091014		15:30		16.23		>2419.6		248.1		NA		V.B, I.W		2007-2014 E.coli Data.xlsx/2014

		10-09-2014		2014		09		10		SHMI		CHTH		sample		bg		SHMI091014		14:50		18.37		>2419.6		16		NA		V.B, I.W		2007-2014 E.coli Data.xlsx/2014

		10-09-2014		2014		09		10		SRGA		SRGA		sample		bg		SRGA091014		14:45		16.75		1046.2		10.7		NA		V.B, I.W		2007-2014 E.coli Data.xlsx/2014

		10-09-2014		2014		09		10		SCJB		SRJB		sample		bg		SCJB091014		14:30		16.45		648.8		23		NA		V.B, I.W		2007-2014 E.coli Data.xlsx/2014

		10-09-2014		2014		09		10		FACR		dup		dup		bg		FACR091014		11:16		15.76		1732.9		6.3		NA		V.B, I.W		2007-2014 E.coli Data.xlsx/2014

		10-09-2014		2014		09		10		CLCR		blank		blank		bg		CLCR091014		NA		NA		<1		<1		NA		V.B, I.W		2007-2014 E.coli Data.xlsx/2014

		24-09-2014		2014		09		24		SRSF		SRSF		sample		bg		SRSF092414		11:03		13.38		727		1		NA		I.W		2007-2014 E.coli Data.xlsx/2014

		24-09-2014		2014		09		24		SREF		SREF		sample		bg		SREF092414		12:13		18.35		2419.6		18.3		NA		I.W		2007-2014 E.coli Data.xlsx/2014

		24-09-2014		2014		09		24		MICR		MICR		sample		bg		MICR092414		13:40		13.28		>2419.6		8.5		NA		I.W		2007-2014 E.coli Data.xlsx/2014

		24-09-2014		2014		09		24		SHFL		SHFL		sample		bg		SHFL092414		14:40		14.02		1986.3		33.6		NA		I.W		2007-2014 E.coli Data.xlsx/2014

		24-09-2014		2014		09		24		SNCR		SNCR		sample		bg		SNCR092414		15:45		16.08		>2419.6		>2419.6		NA		I.W		2007-2014 E.coli Data.xlsx/2014

		24-09-2014		2014		09		24		SHMI		CHTH		sample		bg		SHMI092414		15:34		15.04		>2419.6		101.9		NA		I.W		2007-2014 E.coli Data.xlsx/2014

		24-09-2014		2014		09		24		SRGA		SRGA		sample		bg		SRGA092414		14:40		16.14		2419.6		98.8		NA		I.W		2007-2014 E.coli Data.xlsx/2014

		24-09-2014		2014		09		24		SCJB		SRJB		sample		bg		SCJB092414		15:05		17.55		>2419.6		224.7		NA		I.W		2007-2014 E.coli Data.xlsx/2014

		24-09-2014		2014		09		24		FACR		dup		dup		bg		FACR092414		15:34		15.04		>2419.6		107.6		NA		I.W		2007-2014 E.coli Data.xlsx/2014

		24-09-2014		2014		09		24		CLCR		blank		blank		bg		CLCR092414		13:40		NA		<1		<1		NA		I.W		2007-2014 E.coli Data.xlsx/2014

		24-09-2014		2014		09		24		LWSF		LWSF		sample		bg		LWSF092414		12:00		NA		>2419.6		52.9		NA		I.W		2007-2014 E.coli Data.xlsx/2014

		08-10-2014		2014		10		08		SRSF		SRSF		sample		bg		SRSF10814		10:45		9.83		435.2		<1		NA		I.W, AC		2007-2014 E.coli Data.xlsx/2014

		08-10-2014		2014		10		08		SREF		SREF		sample		bg		SREF10814		11:52		12.98		866.4		18.3		NA		I.W, AC		2007-2014 E.coli Data.xlsx/2014

		08-10-2014		2014		10		08		MICR		MICR		sample		bg		MICR10814		1:10		11.07		>2419.6		11		NA		I.W, AC		2007-2014 E.coli Data.xlsx/2014

		08-10-2014		2014		10		08		SHFL		SHFL		sample		bg		SHFL10814		1:47		9.95		980.4		<1		NA		I.W, AC		2007-2014 E.coli Data.xlsx/2014

		08-10-2014		2014		10		08		SNCR		SNCR		sample		bg		SNCR10814		3:30		12.01		>2419.6		866.4		NA		I.W, AC		2007-2014 E.coli Data.xlsx/2014

		08-10-2014		2014		10		08		SHMI		CHTH		sample		bg		SHMI10814		3:15		16.46		1986.3		1		NA		I.W, AC		2007-2014 E.coli Data.xlsx/2014

		08-10-2014		2014		10		08		SRGA		SRGA		sample		bg		SRGA10814		2:19		12.31		1299.7		6.3		NA		I.W, AC		2007-2014 E.coli Data.xlsx/2014

		08-10-2014		2014		10		08		SCJB		SRJB		sample		bg		SCJB10814		2:43		12.33		461.1		3		NA		I.W, AC		2007-2014 E.coli Data.xlsx/2014

		08-10-2014		2014		10		08		FACR		dup		dup		bg		FACR10814		3:30		12.01		2419.6		648.8		NA		I.W, AC		2007-2014 E.coli Data.xlsx/2014

		08-10-2014		2014		10		08		CLCR		blank		blank		bg		CLCR10814		11:52		12.98		<1		<1		NA		I.W, AC		2007-2014 E.coli Data.xlsx/2014

		21-10-2014		2014		10		21		SRSF		SRSF		sample		bg		SRSF102114		10:54		8.08		770.1		2		NA		I.W, AC		2007-2014 E.coli Data.xlsx/2014

		21-10-2014		2014		10		21		SREF		SREF		sample		bg		SREF102114		11:51		10.76		648.8		40.8		NA		I.W, AC		2007-2014 E.coli Data.xlsx/2014

		21-10-2014		2014		10		21		MICR		MICR		sample		bg		MICR102114		12:51		9.31		1732.9		1		NA		I.W, AC		2007-2014 E.coli Data.xlsx/2014

		21-10-2014		2014		10		21		SHFL		SHFL		sample		bg		SHFL102114		1:50		8.04		866.4		1		NA		I.W, AC		2007-2014 E.coli Data.xlsx/2014

		21-10-2014		2014		10		21		SNCR		SNCR		sample		bg		SNCR102114		12:15		12.03		1413.6		920.8		NA		I.W, AC		2007-2014 E.coli Data.xlsx/2014

		21-10-2014		2014		10		21		SHMI		CHTH		sample		bg		SHMI102114		12:35		13.62		1553.1		7.3		NA		I.W, AC		2007-2014 E.coli Data.xlsx/2014

		21-10-2014		2014		10		21		SRGA		SRGA		sample		bg		SRGA102114		1:05		11.25		727		18.9		NA		I.W, AC		2007-2014 E.coli Data.xlsx/2014

		21-10-2014		2014		10		21		SCJB		SRJB		sample		bg		SCJB102114		1:35		11.23		579.4		21.3		NA		I.W, AC		2007-2014 E.coli Data.xlsx/2014

		21-10-2014		2014		10		21		FACR		dup		dup		bg		FACR102114		1:35		11.23		547.5		23.8		NA		I.W, AC		2007-2014 E.coli Data.xlsx/2014

		21-10-2014		2014		10		21		CLCR		blank		blank		bg		CLCR102114		10:54		8.08		<1		<1		NA		I.W, AC		2007-2014 E.coli Data.xlsx/2014

		22-05-2013		2013		05		22		SRSF		SRSF		sample		bg		SRSF52213		1037		5.02		78		2		NA		M. Bennett & K. Mattson		2007-2014 E.coli Data.xlsx/2013		PH not Stable

		22-05-2013		2013		05		22		SREF		SREF		sample		bg		SREF52213		1019		9.71		241.5		20.3		NA		M. Bennett & K. Mattson		2007-2014 E.coli Data.xlsx/2013

		22-05-2013		2013		05		22		MICR		MICR		sample		bg		MICR52213		1215		6.29		129.1		2		NA		M. Bennett & K. Mattson		2007-2014 E.coli Data.xlsx/2013		PH not Stable

		22-05-2013		2013		05		22		SHFL		SHFL		sample		bg		SHFL52213		1236		6.01		133.3		1		NA		M. Bennett & K. Mattson		2007-2014 E.coli Data.xlsx/2013		PH not Stable

		22-05-2013		2013		05		22		SWIM		SRES		sample		bg		SWIM52213		1249		7.4		111.2		1		NA		M. Bennett & K. Mattson		2007-2014 E.coli Data.xlsx/2013		PH not Stable

		22-05-2013		2013		05		22		SNCR		SNCR		sample		bg		SNCR52213		1311		9.24		980.4		155.3		NA		M. Bennett & K. Mattson		2007-2014 E.coli Data.xlsx/2013

		22-05-2013		2013		05		22		CHTH		CHTH		sample		bg		CHTH52213		NA		NA		NA		NA		NA		M. Bennett & K. Mattson		2007-2014 E.coli Data.xlsx/2013		Did not sample at Charlie Thoms; Chile Thom asked for a letter release of  

		22-05-2013		2013		05		22		SRGA		SRGA		sample		bg		SRGA52213		1426		13.81		980.4		28.8		NA		M. Bennett & K. Mattson		2007-2014 E.coli Data.xlsx/2013

		22-05-2013		2013		05		22		SCJB		SRJB		sample		bg		SCJB52213		1434		13.42		1732.9		21.1		NA		M. Bennett & K. Mattson		2007-2014 E.coli Data.xlsx/2013

		22-05-2013		2013		05		22		FACR		dup		dup		bg		FACR52213		NA		NA		629.4		22.3		NA		M. Bennett & K. Mattson		2007-2014 E.coli Data.xlsx/2013

		22-05-2013		2013		05		22		CLCR		blank		blank		bg		CLCR52213		NA		NA		164.3		9.6		NA		M. Bennett & K. Mattson		2007-2014 E.coli Data.xlsx/2013

		22-05-2013		2013		05		22		TBLANK		TBLANK		blank		bg		TBLANK52213		NA		NA		NA		NA		NA		M. Bennett & K. Mattson		2007-2014 E.coli Data.xlsx/2013

		05-06-2013		2013		06		05		SRSF		SRSF		sample		bg		SRSF060513		1245		18.95		1553.1		328.2		NA		R. Sluss & V. Bennett		2007-2014 E.coli Data.xlsx/2013		Dead Squirrels in water

		05-06-2013		2013		06		05		SREF		SREF		sample		bg		SREF060513		1215		12.32		116.9		11.9		NA		R. Sluss & V. Bennett		2007-2014 E.coli Data.xlsx/2013

		05-06-2013		2013		06		05		MICR		MICR		sample		bg		MICR060513		1330		12.63		344.8		12.1		NA		R. Sluss & V. Bennett		2007-2014 E.coli Data.xlsx/2013

		05-06-2013		2013		06		05		SHFL		SHFL		sample		bg		SHFL060513		1400		14.83		198.9		3.1		NA		R. Sluss & V. Bennett		2007-2014 E.coli Data.xlsx/2013

		05-06-2013		2013		06		05		SWIM		SRES		sample		bg		SWIM060513		1415		15.16		290.9		1		NA		R. Sluss & V. Bennett		2007-2014 E.coli Data.xlsx/2013

		05-06-2013		2013		06		05		SNCR		SNCR		sample		bg		SNCR060513		1430		17.95		2419.6		1732.9		NA		R. Sluss & V. Bennett		2007-2014 E.coli Data.xlsx/2013

		05-06-2013		2013		06		05		CHTH		CHTH		sample		bg		CHTH060513		NA		NA		NA		NA		NA		R. Sluss & V. Bennett		2007-2014 E.coli Data.xlsx/2013

		05-06-2013		2013		06		05		SRGA		SRGA		sample		bg		SRGA060513		1448		20.63		290.8		12.1		NA		R. Sluss & V. Bennett		2007-2014 E.coli Data.xlsx/2013

		05-06-2013		2013		06		05		SCJB		SRJB		sample		bg		SCJB060513		1515		20.94		1119.9		13.9		NA		R. Sluss & V. Bennett		2007-2014 E.coli Data.xlsx/2013		30 esta. Swimmers

		05-06-2013		2013		06		05		FACR		dup		dup		bg		FACR060513		1345		12.63		365.4		7.5		NA		R. Sluss & V. Bennett		2007-2014 E.coli Data.xlsx/2013

		05-06-2013		2013		06		05		CLCR		blank		blank		bg		CLCR060513		1445		NA		NA		NA		NA		R. Sluss & V. Bennett		2007-2014 E.coli Data.xlsx/2013

		05-06-2013		2013		06		05		TBLANK		TBLANK		blank		bg		TBLANK060513		1605		13.02		NA		NA		NA		R. Sluss & V. Bennett		2007-2014 E.coli Data.xlsx/2013

		19-06-2013		2013		06		19		SRSF		SRSF		sample		bg		SRSF061913		956		9.38		290.9		2		NA		V. Bennett & R. Sluss		2007-2014 E.coli Data.xlsx/2013

		19-06-2013		2013		06		19		SREF		SREF		sample		bg		SREF061913		1030		14.46		2419.6		248.1		NA		V. Bennett & R. Sluss		2007-2014 E.coli Data.xlsx/2013

		19-06-2013		2013		06		19		ELLER		ELLR		sample		bg		ELLER061913		1130		15.78		2419.6		62		NA		V. Bennett & R. Sluss		2007-2014 E.coli Data.xlsx/2013

		19-06-2013		2013		06		19		HORN		HORN		sample		bg		HORN061913		1100		14.69		2419.6		83.6		NA		V. Bennett & R. Sluss		2007-2014 E.coli Data.xlsx/2013

		19-06-2013		2013		06		19		MCIR		MICR		sample		bg		MCIR061913		1200		10.12		365.4		9.6		NA		V. Bennett & R. Sluss		2007-2014 E.coli Data.xlsx/2013

		19-06-2013		2013		06		19		SHFL		SHFL		sample		bg		SHFL061913		1230		10.26		325.5		4.1		NA		V. Bennett & R. Sluss		2007-2014 E.coli Data.xlsx/2013

		19-06-2013		2013		06		19		UPSN		UPSN		sample		bg		UPSN061913		1250		9.24		770.1		2		NA		V. Bennett & R. Sluss		2007-2014 E.coli Data.xlsx/2013

		19-06-2013		2013		06		19		SWIM		SRES		sample		bg		SWIM061913		1300		12.55		410.6		3.1		NA		V. Bennett & R. Sluss		2007-2014 E.coli Data.xlsx/2013

		19-06-2013		2013		06		19		SNCR		SNCR		sample		bg		SNCR061913		1330		13.49		2419.6		2419.6		NA		V. Bennett & R. Sluss		2007-2014 E.coli Data.xlsx/2013

		19-06-2013		2013		06		19		SHMI		CHTH		sample		bg		SHMI061913		1400		14.97		1732.9		80.1		NA		V. Bennett & R. Sluss		2007-2014 E.coli Data.xlsx/2013

		19-06-2013		2013		06		19		SRGA		SRGA		sample		bg		SRGA061913		1415		17.67		648.8		3.1		NA		V. Bennett & R. Sluss		2007-2014 E.coli Data.xlsx/2013

		19-06-2013		2013		06		19		SCJB		SRJB		sample		bg		SCJB061913		1440		17.59		727		14.6		NA		V. Bennett & R. Sluss		2007-2014 E.coli Data.xlsx/2013

		19-06-2013		2013		06		19		FACR		dup		dup		bg		FACR061913		1245		10.26		461.1		5.2		NA		V. Bennett & R. Sluss		2007-2014 E.coli Data.xlsx/2013

		19-06-2013		2013		06		19		CLCR		blank		blank		bg		CLCR061913		1030		NA		2419.6		<1		NA		V. Bennett & R. Sluss		2007-2014 E.coli Data.xlsx/2013

		19-06-2013		2013		06		19		TBLANK		TBLANK		blank		bg		TBLANK061913		NA		NA		NA		NA		NA		V. Bennett & R. Sluss		2007-2014 E.coli Data.xlsx/2013

		10-07-2013		2013		07		10		SREF		SREF		sample		bg		SREF071013		1010		17.49		648.8		21.1		95.8		R. Sluss & J. Bailey		2007-2014 E.coli Data.xlsx/2013

		10-07-2013		2013		07		10		SRSF		SRSF		sample		bg		SRSF071013		937		13.45		1986.3		105		18.7		R. Sluss & J. Bailey		2007-2014 E.coli Data.xlsx/2013

		10-07-2013		2013		07		10		ISLAND		ELLR		sample		bg		ISLAND071013		1140		20.81		2419.6		135.5		461.1		R. Sluss & J. Bailey		2007-2014 E.coli Data.xlsx/2013		(FAY)

		10-07-2013		2013		07		10		HORN		HORN		sample		bg		HORN071013		1110		17.64		2419.6		285.1		201.4		R. Sluss & J. Bailey		2007-2014 E.coli Data.xlsx/2013		No Pics

		10-07-2013		2013		07		10		MICR		MICR		sample		bg		MICR071013		1215		14.81		686.7		93.4		82		R. Sluss & J. Bailey		2007-2014 E.coli Data.xlsx/2013

		10-07-2013		2013		07		10		SHFL		SHFL		sample		bg		SHFL071013		1400		17.48		488.4		3		4.1		R. Sluss & J. Bailey		2007-2014 E.coli Data.xlsx/2013		No Pics

		10-07-2013		2013		07		10		UPSN		UPSN		sample		bg		UPSN071013		NA		dry		dry		dry		dry		R. Sluss & J. Bailey		2007-2014 E.coli Data.xlsx/2013		No Flow

		10-07-2013		2013		07		10		SWIM		SRES		sample		bg		SWIM071013		NA		dry		dry		dry		dry		R. Sluss & J. Bailey		2007-2014 E.coli Data.xlsx/2013		No Flow

		10-07-2013		2013		07		10		SNCR		SNCR		sample		bg		SNCE071013		1430		19.26		>2419.6		2419.6		>2419.6		R. Sluss & J. Bailey		2007-2014 E.coli Data.xlsx/2013

		10-07-2013		2013		07		10		SHMI		CHTH		sample		bg		SHMI071013		1445		19.04		NA		NA		NA		R. Sluss & J. Bailey		2007-2014 E.coli Data.xlsx/2013

		10-07-2013		2013		07		10		SRGA		SRGA		sample		bg		SRGA071013		1515		24.81		NA		NA		NA		R. Sluss & J. Bailey		2007-2014 E.coli Data.xlsx/2013

		10-07-2013		2013		07		10		SCJB		SRJB		sample		bg		SCJB071013		1536		25.09		1046.2		24.1		84.2		R. Sluss & J. Bailey		2007-2014 E.coli Data.xlsx/2013		 About 20 people, 3 Dogs 

		10-07-2013		2013		07		10		FACR		dup		dup		bg		FACR071013		1000		NA		NA		NA		NA		R. Sluss & J. Bailey		2007-2014 E.coli Data.xlsx/2013

		10-07-2013		2013		07		10		CLCR		blank		blank		bg		CLCR071013		1445		NA		<1		<1		NA		R. Sluss & J. Bailey		2007-2014 E.coli Data.xlsx/2013

		10-07-2013		2013		07		10		TBLANK		TBLANK		blank		bg		TBLANK071013		NA		NA		NA		NA		NA		R. Sluss & J. Bailey		2007-2014 E.coli Data.xlsx/2013

		18-07-2013		2013		07		18		SRGA		SRGA		sample		bg		SRGA071813		1605		24.7		>2419.6		28.8		32.7		R. Sluss & V. Bennett		2007-2014 E.coli Data.xlsx/2013		ONLY BACTERIA COLLECTED ON 7/18/13

		18-07-2013		2013		07		18		SHMI		CHTH		sample		bg		SHMI071813		1630		18.8		920.8		82		74.9		R. Sluss & V. Bennett		2007-2014 E.coli Data.xlsx/2013

		18-07-2013		2013		07		18		FACR		dup		dup		bg		FACR071813		1610		NA		1986.3		44.8		<1		R. Sluss & V. Bennett		2007-2014 E.coli Data.xlsx/2013

		18-07-2013		2013		07		18		SRJB		SRJB		sample		bg		SRJB071813		906		NA		1413.6		79.4		83.3		R. Sluss & V. Bennett		2007-2014 E.coli Data.xlsx/2013

		18-07-2013		2013		07		18		SRGF		SRGF		sample		bg		SRGF071813		1015		19.5		1413.6		17.5		11.9		R. Sluss & V. Bennett		2007-2014 E.coli Data.xlsx/2013		Gold Flat

		18-07-2013		2013		07		18		SRKC		SRKC		sample		bg		SRKC071813		1038		19		727		18.7		48.1		R. Sluss & V. Bennett		2007-2014 E.coli Data.xlsx/2013		Kelsey Creek

		18-07-2013		2013		07		18		LBLANK		LBLANK		blank		bg		LBLANK071813		NA		NA		<1		<1		<1		R. Sluss & V. Bennett		2007-2014 E.coli Data.xlsx/2013

		23-07-2013		2013		07		23		SRSF		SRSF		sample		bg		SRSF072313		11:15		15.5		770.1		6.3		NA		R.SLUSS V.BENNETT		2007-2014 E.coli Data.xlsx/2013

		23-07-2013		2013		07		23		SREF		SREF		sample		bg		SREF072313		11:50		23.03		>2419.6		25.3		NA		R.SLUSS V.BENNETT		2007-2014 E.coli Data.xlsx/2013

		23-07-2013		2013		07		23		ELLR		ELLR		sample		bg		ELLR072313		12:15		19.76		437.4		59.8		NA		R.SLUSS V.BENNETT		2007-2014 E.coli Data.xlsx/2013

		23-07-2013		2013		07		23		HORN		HORN		sample		bg		HORN072313		12:45		24.5		>2419.6		113.9		NA		R.SLUSS V.BENNETT		2007-2014 E.coli Data.xlsx/2013

		23-07-2013		2013		07		23		MICR		MICR		sample		bg		MICR072313		13:18		15.83		980.4		12.1		NA		R.SLUSS V.BENNETT		2007-2014 E.coli Data.xlsx/2013

		23-07-2013		2013		07		23		UPSN		UPSN		sample		bg		UPSN072313		14:10		18.28		1553.1		<1		NA		R.SLUSS V.BENNETT		2007-2014 E.coli Data.xlsx/2013

		23-07-2013		2013		07		23		SWIM		SRES		sample		bg		SWIM072313		14:40		19.26		>2419.6		2419.6		NA		R.SLUSS V.BENNETT		2007-2014 E.coli Data.xlsx/2013

		23-07-2013		2013		07		23		SHFL		SHFL		sample		bg		SHFL072313		15:10		18.51		689.3		86		NA		R.SLUSS V.BENNETT		2007-2014 E.coli Data.xlsx/2013

		23-07-2013		2013		07		23		SNCR		SNCR		sample		bg		SNCR072313		15:30		23.88		2419.6		19.9		NA		R.SLUSS V.BENNETT		2007-2014 E.coli Data.xlsx/2013

		23-07-2013		2013		07		23		SHMI		CHTH		sample		bg		SHMI072313		16:00		25.46		>2419.6		12.2		NA		R.SLUSS V.BENNETT		2007-2014 E.coli Data.xlsx/2013

		23-07-2013		2013		07		23		SRGA		SRGA		sample		bg		SRGA072313		11:30		NA		648.8		10.9		NA		R.SLUSS V.BENNETT		2007-2014 E.coli Data.xlsx/2013

		23-07-2013		2013		07		23		SCJB		SRJB		sample		bg		SCJB072313		15:20		NA		<1		<1		NA		R.SLUSS V.BENNETT		2007-2014 E.coli Data.xlsx/2013

		07-08-2013		2013		08		07		SRSF		SRSF		sample		bg		SRSF080713		9:36		13.08		344.8		3.1		NA		T.Super,C.CROY,H.Bennett		2007-2014 E.coli Data.xlsx/2013

		07-08-2013		2013		08		07		SREF		SREF		sample		bg		SREF080713		9:13		16.86		2419.6		53		NA		T.Super,C.CROY,H.Bennett		2007-2014 E.coli Data.xlsx/2013

		07-08-2013		2013		08		07		ELLR		ELLR		sample		bg		FAY080713		NA		NA		2419.6		44.3		NA		T.Super,C.CROY,H.Bennett		2007-2014 E.coli Data.xlsx/2013

		07-08-2013		2013		08		07		HORN		HORN		sample		bg		HORN080713		10:10		16.56		1986.3		113		NA		T.Super,C.CROY,H.Bennett		2007-2014 E.coli Data.xlsx/2013

		07-08-2013		2013		08		07		MICR		MICR		sample		bg		MICRO080713		11:07		14.25		629.4		12.1		NA		 T.Super,C.CROY,H.Bennett		2007-2014 E.coli Data.xlsx/2013

		07-08-2013		2013		08		07		UPSN		UPSN		sample		bg		UPSN080713		NA		NA		NA		NA		NA		T.Super,C.CROY,H.Bennett		2007-2014 E.coli Data.xlsx/2013

		07-08-2013		2013		08		07		SWIM		SRES		sample		bg		SWIM080713		NA		NA		NA		NA		NA		T.Super,C.CROY,H.Bennett		2007-2014 E.coli Data.xlsx/2013

		07-08-2013		2013		08		07		SHFL		SHFL		sample		bg		SJFL080713		11:35		15.39		517.2		2		NA		  T.Super,C.CROY,H.Bennett		2007-2014 E.coli Data.xlsx/2013

		07-08-2013		2013		08		07		SNCR		SNCR		sample		bg		SNCR080713		12:00		16.84		2419.6		770.1		NA		  T.Super,C.CROY,H.Bennett		2007-2014 E.coli Data.xlsx/2013

		07-08-2013		2013		08		07		SHMI		CHTH		sample		bg		SHMI080713		12:23		17.84		920.8		49.5		NA		  T.Super,C.CROY,H.Bennett		2007-2014 E.coli Data.xlsx/2013

		07-08-2013		2013		08		07		SRGA		SRGA		sample		bg		SRGA080713		12:52		20.17		2419.6		22.8		NA		  T.Super,C.CROY,H.Bennett		2007-2014 E.coli Data.xlsx/2013

		07-08-2013		2013		08		07		SCJB		SRJB		sample		bg		SCJB080713		13:10		23.29		2419.6		6.3		NA		  T.Super,C.CROY,H.Bennett		2007-2014 E.coli Data.xlsx/2013

		21-08-2013		2013		08		21		SRSF		SRSF		sample		bg		SRSF082113		11:50		20.56		>2419.6		44.8		NA		T.Super,C.Croy		2007-2014 E.coli Data.xlsx/2013

		21-08-2013		2013		08		21		SREF		SREF		sample		bg		SREF082113		12:15		14.94		488.4		1		NA		T.Super,C.Croy		2007-2014 E.coli Data.xlsx/2013

		21-08-2013		2013		08		21		ELLR		ELLR		sample		bg		ELLR082113		NA		NA		NA		NA		NA		T.Super,C.Croy		2007-2014 E.coli Data.xlsx/2013

		21-08-2013		2013		08		21		HORN		HORN		sample		bg		HORN082113		12:45		19.32		>2419.6		37.9		NA		T.Super,C.Croy		2007-2014 E.coli Data.xlsx/2013

		21-08-2013		2013		08		21		MICR		MICR		sample		bg		MIRC082113		13:35		15.38		387.3		7.4		NA		T.Super,C.Croy		2007-2014 E.coli Data.xlsx/2013

		21-08-2013		2013		08		21		UPSN		UPSN		sample		bg		UPSN082113		NA		NA		NA		NA		NA		T.Super,C.Croy		2007-2014 E.coli Data.xlsx/2013

		21-08-2013		2013		08		21		SWIM		SRES		sample		bg		SWIM082113		NA		NA		NA		NA		NA		T.Super,C.Croy		2007-2014 E.coli Data.xlsx/2013

		21-08-2013		2013		08		21		SHFL		SHFL		sample		bg		SHFL082113		14:20		17.47		1299.7		6.3		NA		T.Super,C.Croy		2007-2014 E.coli Data.xlsx/2013

		21-08-2013		2013		08		21		SNCR		SNCR		sample		bg		SNCR082113		14:45		19.09		>2419.6		980.4		NA		T.Super,C.Croy		2007-2014 E.coli Data.xlsx/2013

		21-08-2013		2013		08		21		SHMI		CHTH		sample		bg		SHMI082113		15:00		18.43		1986.3		24.5		NA		T.Super,C.Croy		2007-2014 E.coli Data.xlsx/2013

		21-08-2013		2013		08		21		SRGA		SRGA		sample		bg		SRGA082113		15:15		22.7		>2419.6		8.4		NA		T.Super,C.Croy		2007-2014 E.coli Data.xlsx/2013

		21-08-2013		2013		08		21		SCJB		SRJB		sample		bg		SCJB082113		15:30		24.61		>2419.6		4.1		NA		T.Super,C.Croy		2007-2014 E.coli Data.xlsx/2013

		04-09-2013		2013		09		04		SRSF		SRSF		sample		bg		SRSF090413		11:15		12.86		307.6		3.1		<1		M.Bennett,H.Bennett		2007-2014 E.coli Data.xlsx/2013

		04-09-2013		2013		09		04		SREF		SREF		sample		bg		SREF090413		10:53		17.2		1986.3		23.1		81.3		M.Bennett,H.Bennett		2007-2014 E.coli Data.xlsx/2013

		04-09-2013		2013		09		04		HORN		HORN		sample		bg		HORN090413		12:15		NA		1119.9		129.6		435.2		M.Bennett,H.Bennett		2007-2014 E.coli Data.xlsx/2013

		04-09-2013		2013		09		04		MICR		MICR		sample		bg		MICR090413		12:39		13.87		816.4		6.3		6.3		M.Bennett,H.Bennett		2007-2014 E.coli Data.xlsx/2013

		04-09-2013		2013		09		04		SHFL		SHFL		sample		bg		SHFL090413		13:07		14.15		866.4		9.7		12		M.Bennett,H.Bennett		2007-2014 E.coli Data.xlsx/2013

		04-09-2013		2013		09		04		SHMI		CHTH		sample		bg		SHMI090413		13:25		19.25		1986.3		44.8		48.8		M.Bennett,H.Bennett		2007-2014 E.coli Data.xlsx/2013

		04-09-2013		2013		09		04		SRGA		SRGA		sample		bg		SRGA090413		13:47		20.68		1986.3		5.2		107.7		M.Bennett,H.Bennett		2007-2014 E.coli Data.xlsx/2013

		04-09-2013		2013		09		04		SCJB		SRJB		sample		bg		SCJB090413		14:06		20.86		1299.7		1		45.7		M.Bennett,H.Bennett		2007-2014 E.coli Data.xlsx/2013

		04-09-2013		2013		09		04		FACR		dup		dup		bg		FACR090413		12:39		13.87		980.4		6.3		NA		M.Bennett,H.Bennett		2007-2014 E.coli Data.xlsx/2013

		18-09-2013		2013		09		18		SRSF		SRSF		sample		bg		SRSF091813		10:51		14.68		1986.3		18.7		185		T.Super,C.Croy		2007-2014 E.coli Data.xlsx/2013

		18-09-2013		2013		09		18		SREF		SREF		sample		bg		SREF091813		11:10		11.34		816.4		1		3.1		T.Super,C.Croy		2007-2014 E.coli Data.xlsx/2013

		18-09-2013		2013		09		18		MICR		MICR		sample		bg		MICR091813		12:30		12.13		1553.1		12.1		17.1		T.Super,C.Croy		2007-2014 E.coli Data.xlsx/2013

		18-09-2013		2013		09		18		SHFL		SHFL		sample		bg		SHFL091813		12:58		11.38		866.4		3.1		16.1		T.Super,C.Croy		2007-2014 E.coli Data.xlsx/2013

		18-09-2013		2013		09		18		SHMI		CHTH		sample		bg		SHMI091813		14:08		17.12		>2419.6		23.1		150		T.Super,C.Croy		2007-2014 E.coli Data.xlsx/2013

		18-09-2013		2013		09		18		SRGA		SRGA		sample		bg		SRGA091813		14:31		15.9		1299.7		37.9		238.4		T.Super,C.Croy		2007-2014 E.coli Data.xlsx/2013

		18-09-2013		2013		09		18		SCJB		SRJB		sample		bg		SCJB091813		14:46		16.51		1732.9		2		135.4		T.Super,C.Croy		2007-2014 E.coli Data.xlsx/2013

		18-09-2013		2013		09		18		FACR		dup		dup		bg		FACR091813		12:30		12.13		NA		NA		14.5		T.Super,C.Croy		2007-2014 E.coli Data.xlsx/2013

		18-09-2013		2013		09		18		CLCR		blank		blank		bg		CLCR091813		14:31		NA		NA		NA		<1		T.Super,C.Croy		2007-2014 E.coli Data.xlsx/2013

		24-10-2013		2013		10		24		SRSF		SRSF		sample		bg		SRSF102313		11:10		7.09		NA		NA		NA		T.Super,C.Croy		2007-2014 E.coli Data.xlsx/2013		The Water samples didn't get pulled to check in time for the data to correct

		24-10-2013		2013		10		24		SREF		SREF		sample		bg		SREF102313		11:25		6.01		NA		NA		NA		T.Super,C.Croy		2007-2014 E.coli Data.xlsx/2013

		24-10-2013		2013		10		24		ELLR		ELLR		sample		bg		ELLR102313		12:05		10.39		NA		NA		NA		T.Super,C.Croy		2007-2014 E.coli Data.xlsx/2013

		24-10-2013		2013		10		24		MICR		MICR		sample		bg		MICR102313		12:33		7.16		NA		NA		NA		T.Super,C.Croy		2007-2014 E.coli Data.xlsx/2013

		24-10-2013		2013		10		24		SHFL		SHFL		sample		bg		SHFL102313		12:55		5.86		NA		NA		NA		T.Super,C.Croy		2007-2014 E.coli Data.xlsx/2013

		24-10-2013		2013		10		24		UPSN		UPSN		sample		bg		UPSN102313		13:05		7.71		NA		NA		NA		T.Super,C.Croy		2007-2014 E.coli Data.xlsx/2013

		24-10-2013		2013		10		24		SWIM		SRES		sample		bg		SWIM102313		13:10		13.4		NA		NA		NA		T.Super,C.Croy		2007-2014 E.coli Data.xlsx/2013

		24-10-2013		2013		10		24		SNCR		SNCR		sample		bg		SNCR102313		13:22		8.07		NA		NA		NA		T.Super,C.Croy		2007-2014 E.coli Data.xlsx/2013

		24-10-2013		2013		10		24		SHMI		CHTH		sample		bg		SHMI102313		14:42		13.92		NA		NA		NA		T.Super,C.Croy		2007-2014 E.coli Data.xlsx/2013

		24-10-2013		2013		10		24		SRGA		SRGA		sample		bg		SRGA102313		15:02		11.35		NA		NA		NA		T.Super,C.Croy		2007-2014 E.coli Data.xlsx/2013

		24-10-2013		2013		10		24		SCJB		SRJB		sample		bg		SCJB102313		15:23		10.42		NA		NA		NA		T.Super,C.Croy		2007-2014 E.coli Data.xlsx/2013

		30-05-2012		2012		05		30		CHTH		CHTH		sample		bg		CHTH053012		1510		14.49		1413.6		410.6		NA		C.Kelley, J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		13-06-2012		2012		06		13		CHTH		CHTH		sample		bg		CHTH061312		1443		15.87		1553.1		108.6		NA		C.Kelley, V.Bennett		2007-2014 E.coli Data.xlsx/2012

		27-06-2012		2012		06		27		CHTH		CHTH		sample		bg		CHTH062712		1524		16.61		1046.2		85.7		NA		C.Kelley, J.Beckmann, V.Bennett		2007-2014 E.coli Data.xlsx/2012

		11-07-2012		2012		07		11		CHTH		CHTH		sample		bg		CHTH071112		1450		18.32		770.1		86		NA		C.Kelley, J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		26-07-2012		2012		07		26		CHTH		CHTH		sample		bg		CHTH072612		1056		15.08		1413.6		58.6		NA		C.Kelley, J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		08-08-2012		2012		08		08		CHTH		CHTH		sample		bg		CHTH080812		1358		18.46		1046.2		20.1		NA		C.Kelley,J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		22-08-2012		2012		08		22		CHTH		CHTH		sample		bg		CHTH082212		1428		18.77		1732.9		71.7		NA		C.Kelley,J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		05-09-2012		2012		09		05		CHTH		CHTH		sample		bg		CHTH090512		1350		17.59		1553.1		23.5		NA		J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		19-09-2012		2012		09		19		CHTH		CHTH		sample		bg		CHTH091912		1428		17.09		2419.6		18.5		NA		J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		02-10-2012		2012		10		02		CHTH		CHTH		sample		bg		CHTH100212		1355		15.84		1986.3		5.2		NA		J. Beckmann, V. Bennett		2007-2014 E.coli Data.xlsx/2012

		18-10-2012		2012		10		18		CHTH		CHTH		sample		bg		CHTH101812		954		11.22		913.9		162.4		NA		V.BENNETT		2007-2014 E.coli Data.xlsx/2012

		08-08-2012		2012		08		08		CLCR		blank		blank		bg		CLCR080812		1358		NA		<1		<1		NA		C.Kelley,J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		22-08-2012		2012		08		22		CLCR		blank		blank		bg		CLCR082212		SRGA		NA		<1		<1		NA		C.Kelley,J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		05-09-2012		2012		09		05		CLCR		blank		blank		bg		CLCR090512		1316		NA		<1		<1		NA		J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		19-09-2012		2012		09		19		CLCR		blank		blank		bg		CLCR091912		1510		NA		<1		<1		NA		J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		02-10-2012		2012		10		02		CLCR		blank		blank		bg		CLCR100212		1135		NA		<1		<1		NA		J. Beckmann, V. Bennett		2007-2014 E.coli Data.xlsx/2012

		18-10-2012		2012		10		18		CLCR		blank		blank		bg		CLCR101812		1042		NA		<1		<1		NA		V.BENNETT		2007-2014 E.coli Data.xlsx/2012

		30-05-2012		2012		05		30		F_Blank		F_Blank		blank		bg		F_BLANK053012		1425		NA		<1		<1		NA		C.Kelley, J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		13-06-2012		2012		06		13		F_Blank		F_Blank		blank		bg		F_BLANK061312		1335		NA		<1		<1		NA		C.Kelley, V.Bennett		2007-2014 E.coli Data.xlsx/2012

		27-06-2012		2012		06		27		F_Blank		F_Blank		blank		bg		F_BLANK062712		NA		NA		<1		<1		NA				2007-2014 E.coli Data.xlsx/2012

		11-07-2012		2012		07		11		F_Blank		F_Blank		blank		bg		F_BLANK071112		1521		6.1		<1		<1		NA		C.Kelley, J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		08-08-2012		2012		08		08		FACR		dup		dup		bg		FACR080812		1323		22.07		1732.9		4.1		NA		C.Kelley,J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		22-08-2012		2012		08		22		FACR		dup		dup		bg		FACR082212		SNCR		NA		2419.6		325.5		NA		C.Kelley,J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		05-09-2012		2012		09		05		FACR		dup		dup		bg		FACR090512		1433		21.14		2419.6		4.1		NA		J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		19-09-2012		2012		09		19		FACR		dup		dup		bg		FACR091912		1450		17.89		1986.3		55.6		NA		J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		02-10-2012		2012		10		02		FACR		dup		dup		bg		FACR100212		1330		10.97		866.4		3.1		NA		J. Beckmann, V. Bennett		2007-2014 E.coli Data.xlsx/2012

		18-10-2012		2012		10		18		FACR		dup		dup		bg		FACR101812		818		NA		829.7		84.2		NA		V.BENNETT		2007-2014 E.coli Data.xlsx/2012

		26-07-2012		2012		07		26		FBLANK		FBLANK		blank		bg		FBLANK072612		930		NA		<1		<1		NA		C.Kelley, J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		26-07-2012		2012		07		26		FBLANK		FBLANK		blank		bg		FBLANK072612		1400		5.8		<1		<1		NA		C.Kelley, J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		22-08-2012		2012		08		22		Lblank		Lblank		blank		bg		LBlank082212		NA		NA		<1		<1		NA		C.Kelley,J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		05-09-2012		2012		09		05		LBLANK		LBLANK		blank		bg		LBLANK090512		NA		NA		<1		<1		NA		J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		19-09-2012		2012		09		19		LBLANK		LBLANK		blank		bg		LBLANK091912		NA		NA		<1		<1		NA		J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		02-10-2012		2012		10		02		LBLANK		LBLANK		blank		bg		LBLANK100212		1600		8.3		<1		<1		NA		J. Beckmann, V. Bennett		2007-2014 E.coli Data.xlsx/2012

		30-05-2012		2012		05		30		MICR		MICR		sample		bg		MICR053012		1330		9.74		70.3		2		NA		C.Kelley, J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		13-06-2012		2012		06		13		MICR		MICR		sample		bg		MICR061312		1307		10.53		248.9		<1		NA		C.Kelley, V.Bennett		2007-2014 E.coli Data.xlsx/2012

		27-06-2012		2012		06		27		MICR		MICR		sample		bg		MICR062712		1309		10.33		224.7		67.7		NA		C.Kelley, J.Beckmann, V.Bennett		2007-2014 E.coli Data.xlsx/2012

		11-07-2012		2012		07		11		MICR		MICR		sample		bg		MICR071112		1205		13.88		275.5		8.4		NA		C.Kelley, J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		26-07-2012		2012		07		26		MICR		MICR		sample		bg		MICR072612		834		12.85		770.1		8.5		NA		C.Kelley, J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		08-08-2012		2012		08		08		MICR		MICR		sample		bg		MICR080812		1516		15.73		816.4		18.3		NA		C.Kelley,J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		22-08-2012		2012		08		22		MICR		MICR		sample		bg		MICR082212		1154		14.01		1299.7		24.3		NA		C.Kelley,J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		05-09-2012		2012		09		05		MICR		MICR		sample		bg		MICR090512		1252		13.16		1986.3		3.1		NA		J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		19-09-2012		2012		09		19		MICR		MICR		sample		bg		MICR091912		1334		12.7		2419.6		8.6		NA		J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		02-10-2012		2012		10		02		MICR		MICR		sample		bg		MICR100212		1257		11.59		2419.6		6.3		NA		J. Beckmann, V. Bennett		2007-2014 E.coli Data.xlsx/2012

		18-10-2012		2012		10		18		MICR		MICR		sample		bg		MICR101812		908		8.65		960.6		6.2		NA		V.BENNETT		2007-2014 E.coli Data.xlsx/2012

		30-05-2012		2012		05		30		PTPB		PTPB		dup		bg		PTPB053012		1244		12.99		184.2		6.3		NA		C.Kelley, J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		13-06-2012		2012		06		13		PTPB		PTPB		dup		bg		PTPB061312		1307		10.53		201.4		1		NA		C.Kelley, V.Bennett		2007-2014 E.coli Data.xlsx/2012

		27-06-2012		2012		06		27		PTPB		PTPB		dup		bg		PTPB062712		1603		19.46		1203.3		10.9		NA		C.Kelley, J.Beckmann, V.Bennett		2007-2014 E.coli Data.xlsx/2012

		11-07-2012		2012		07		11		PTPB		PTPB		dup		bg		PTPB071112		1554		24.28		1203.3		9.6		NA		C.Kelley, J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		26-07-2012		2012		07		26		PTPB		PTPB		dup		bg		PTPB072612		1118		18.02		2419.6		24.1		NA		C.Kelley, J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		30-05-2012		2012		05		30		SCJB		SRJB		sample		bg		SCJB053012		1545		16.65		1299.7		60.5		NA		C.Kelley, J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		13-06-2012		2012		06		13		SCJB		SRJB		sample		bg		SCJB061312		1525		18.73		920.8		43.7		NA		C.Kelley, V.Bennett		2007-2014 E.coli Data.xlsx/2012

		27-06-2012		2012		06		27		SCJB		SRJB		sample		bg		SCJB062712		1603		19.46		1413.6		17.1		NA		C.Kelley, J.Beckmann, V.Bennett		2007-2014 E.coli Data.xlsx/2012

		11-07-2012		2012		07		11		SCJB		SRJB		sample		bg		SCJB071112		1553		24.28		1203.3		7.3		NA		C.Kelley, J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		26-07-2012		2012		07		26		SCJB		SRJB		sample		bg		SCJB072612		1131		18.83		1553.1		25.9		NA		C.Kelley, J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		08-08-2012		2012		08		08		SCJB		SRJB		sample		bg		SCJB080812		1323		22.07		 >2419.6		4.1		NA		C.Kelley,J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		22-08-2012		2012		08		22		SCJB		SRJB		sample		bg		SCJB082212		1505		23.5		1553.1		2		NA		C.Kelley,J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		05-09-2012		2012		09		05		SCJB		SRJB		sample		bg		SCJB090512		1433		21.14		2419.6		1		NA		J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		19-09-2012		2012		09		19		SCJB		SRJB		sample		bg		SCJB091912		1510		18.8		1986.3		8.4		NA		J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		02-10-2012		2012		10		02		SCJB		SRJB		sample		bg		SCJB100212		1430		15.23		1299.7		14.5		NA		J. Beckmann, V. Bennett		2007-2014 E.coli Data.xlsx/2012

		18-10-2012		2012		10		18		SCJB		SRJB		sample		bg		SCJB101812		1042		9.58		960.6		74.3		NA		V.BENNETT		2007-2014 E.coli Data.xlsx/2012

		30-05-2012		2012		05		30		SHFL		SHFL		sample		bg		SHFL053012		1353		10.42		59.1		1		NA		C.Kelley, J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		13-06-2012		2012		06		13		SHFL		SHFL		sample		bg		SHFL061312		1333		11.44		272.3		1		NA		C.Kelley, V.Bennett		2007-2014 E.coli Data.xlsx/2012

		27-06-2012		2012		06		27		SHFL		SHFL		sample		bg		SHFL062712		1348		11.63		172.2		<1		NA		C.Kelley, J.Beckmann, V.Bennett		2007-2014 E.coli Data.xlsx/2012

		11-07-2012		2012		07		11		SHFL		SHFL		sample		bg		SHFL071112		1332		16.43		365.4		3.1		NA		C.Kelley, J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		26-07-2012		2012		07		26		SHFL		SHFL		sample		bg		SHFL072612		930		13.63		488.4		7.4		NA		C.Kelley, J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		08-08-2012		2012		08		08		SHFL		SHFL		sample		bg		SHFL080812		1448		16.75		920.8		52.1		NA		C.Kelley,J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		22-08-2012		2012		08		22		SHFL		SHFL		sample		bg		SHFL082212		1346		15.82		866.4		4.1		NA		C.Kelley,J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		05-09-2012		2012		09		05		SHFL		SHFL		sample		bg		SHFL090512		1316		13.56		816.4		3		NA		J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		19-09-2012		2012		09		19		SHFL		SHFL		sample		bg		SHFL091912		1357		12.84		1046.2		4.1		NA		J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		02-10-2012		2012		10		02		SHFL		SHFL		sample		bg		SHFL100212		1330		10.97		648.8		3		NA		J. Beckmann, V. Bennett		2007-2014 E.coli Data.xlsx/2012

		18-10-2012		2012		10		18		SHFL		SHFL		sample		bg		SHFL101812		933		7.09		870.4		4.1		NA		V.BENNETT		2007-2014 E.coli Data.xlsx/2012

		18-10-2012		2012		10		18		SWIM		SRES		sample		bg		SMIM101812		NA		NA		NA		NA		NA		V.BENNETT		2007-2014 E.coli Data.xlsx/2012

		30-05-2012		2012		05		30		SNCR		SNCR		sample		bg		SNCR053012		1451		13.65		>2419.6		238.2		NA		C.Kelley, J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		13-06-2012		2012		06		13		SNCR		SNCR		sample		bg		SNCR061312		1421		14.16		>2419.6		>2419.6		NA		C.Kelley, V.Bennett		2007-2014 E.coli Data.xlsx/2012

		27-06-2012		2012		06		27		SNCR		SNCR		sample		bg		SNCR062712		1507		15.31		>2419.6		920.8		NA		C.Kelley, J.Beckmann, V.Bennett		2007-2014 E.coli Data.xlsx/2012

		11-07-2012		2012		07		11		SNCR		SNCR		sample		bg		SNCR071112		1430		19.6		2419.6		1119.9		NA		C.Kelley, J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		26-07-2012		2012		07		26		SNCR		SNCR		sample		bg		SNCR072612		1038		14.04		>2419.6		435.2		NA		C.Kelley, J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		08-08-2012		2012		08		08		SNCR		SNCR		sample		bg		SNCR080812		1418		17.92		2419.6		727		NA		C.Kelley,J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		22-08-2012		2012		08		22		SNCR		SNCR		sample		bg		SNCR082212		1408		17.53		920.8		290.9		NA		C.Kelley,J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		19-09-2012		2012		09		19		SNCR		SNCR		sample		bg		SNCR091912		1414		19.52		>2419.6		>2419.6		NA		J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		02-10-2012		2012		10		02		SNCR		SNCR		sample		bg		SNCR100212		NA		NA		NA		NA		NA		J. Beckmann, V. Bennett		2007-2014 E.coli Data.xlsx/2012

		18-10-2012		2012		10		18		SNCR		SNCR		sample		bg		SNCR101812		NA		NA		NA		NA		NA		V.BENNETT		2007-2014 E.coli Data.xlsx/2012

		30-05-2012		2012		05		30		SREF		SREF		sample		bg		SREF053012		1244		12.99		328.2		14.8		NA		C.Kelley, J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		13-06-2012		2012		06		13		SREF		SREF		sample		bg		SREF061312		1222		14.88		866.4		48.7		NA		C.Kelley, V.Bennett		2007-2014 E.coli Data.xlsx/2012

		27-06-2012		2012		06		27		SREF		SREF		sample		bg		SREF062712		1227		16.04		NA		NA		NA		C.Kelley, J.Beckmann, V.Bennett		2007-2014 E.coli Data.xlsx/2012

		11-07-2012		2012		07		11		SREF		SREF		sample		bg		SREF071112		1122		20.09		648.8		101.7		NA		C.Kelley, J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		26-07-2012		2012		07		26		SREF		SREF		sample		bg		SREF072612		752		15.75		1732.9		108.1		NA		C.Kelley, J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		08-08-2012		2012		08		08		SREF		SREF		sample		bg		SREF080812		1144		20.57		1723.9		33.6		NA		C.Kelley,J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		22-08-2012		2012		08		22		SREF		SREF		sample		bg		SREF082212		1114		19.49		1299.7		21.6		NA		C.Kelley,J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		05-09-2012		2012		09		05		SREF		SREF		sample		bg		SREF090512		1213		18		1553.1		8.6		NA		J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		19-09-2012		2012		09		19		SREF		SREF		sample		bg		SREF091912		1254		18.39		155.31		22.6		NA		J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		02-10-2012		2012		10		02		SREF		SREF		sample		bg		SREF100212		1135		14.8		980.4		39.9		NA		J. Beckmann, V. Bennett		2007-2014 E.coli Data.xlsx/2012

		18-10-2012		2012		10		18		SREF		SREF		sample		bg		SREF101812		818		7.51		870.4		108.1		NA		V.BENNETT		2007-2014 E.coli Data.xlsx/2012

		30-05-2012		2012		05		30		SRES		SRES		sample		bg		SRES053012		1421		12.19		72.3		<1		NA		C.Kelley, J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		13-06-2012		2012		06		13		SRES		SRES		sample		bg		SRES061312		1406		13.45		410.6		<1		NA		C.Kelley, V.Bennett		2007-2014 E.coli Data.xlsx/2012

		27-06-2012		2012		06		27		SRES		SRES		sample		bg		SRES062712		1413		14.49		172.2		3.1		NA		C.Kelley, J.Beckmann, V.Bennett		2007-2014 E.coli Data.xlsx/2012

		11-07-2012		2012		07		11		SRES		SRES		sample		bg		SRES071112		1403		22.7		686.7		2		NA		C.Kelley, J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		30-05-2012		2012		05		30		SRGA		SRGA		sample		bg		SRGA053012		1531		16.39		1299.7		93.4		NA		C.Kelley, J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		13-06-2012		2012		06		13		SRGA		SRGA		sample		bg		SRGA061312		1510		18.64		1119.9		47.1		NA		C.Kelley, V.Bennett		2007-2014 E.coli Data.xlsx/2012

		27-06-2012		2012		06		27		SRGA		SRGA		sample		bg		SRGA062712		1548		19.64		980.4		22.6		NA		C.Kelley, J.Beckmann, V.Bennett		2007-2014 E.coli Data.xlsx/2012

		11-07-2012		2012		07		11		SRGA		SRGA		sample		bg		SRGA071112		1521		24.11		1203.3		7.5		NA		C.Kelley, J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		26-07-2012		2012		07		26		SRGA		SRGA		sample		bg		SRGA072612		1118		18.02		>2419.6		31.5		NA		C.Kelley, J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		08-08-2012		2012		08		08		SRGA		SRGA		sample		bg		SRGA080812		1334		21.58		2419.6		1		NA		C.Kelley,J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		22-08-2012		2012		08		22		SRGA		SRGA		sample		bg		SRGA082212		1449		22.29		1732.9		2		NA		C.Kelley,J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		05-09-2012		2012		09		05		SRGA		SRGA		sample		bg		SRGA090512		1410		19.64		2419.6		22.6		NA		J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		19-09-2012		2012		09		19		SRGA		SRGA		sample		bg		SRGA091912		1450		17.89		1011.2		43.5		NA		J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		02-10-2012		2012		10		02		SRGA		SRGA		sample		bg		SRGA100212		1415		15.38		1553.1		30.5		NA		J. Beckmann, V. Bennett		2007-2014 E.coli Data.xlsx/2012

		18-10-2012		2012		10		18		SRGA		SRGA		sample		bg		SRGA101812		1018		9.78		960.6		209.8		NA		V.BENNETT		2007-2014 E.coli Data.xlsx/2012

		30-05-2012		2012		05		30		SRSF		SRSF		sample		bg		SRSF053012		1225		8.6		47.9		2		NA		C.Kelley, J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		13-06-2012		2012		06		13		SRSF		SRSF		sample		bg		SRSF061312		1206		9.78		233.3		2		NA		C.Kelley, V.Bennett		2007-2014 E.coli Data.xlsx/2012

		27-06-2012		2012		06		27		SRSF		SRSF		sample		bg		SRSF062712		1209		9.78		111.9		1		NA		C.Kelley, J.Beckmann, V.Bennett		2007-2014 E.coli Data.xlsx/2012

		11-07-2012		2012		07		11		SRSF		SRSF		sample		bg		SRSF071112		1053		13.14		307.6		17.1		NA		C.Kelley, J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		26-07-2012		2012		07		26		SRSF		SRSF		sample		bg		SRSF072612		735		12.1		488.4		7.3		NA		 C.Kelley, J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		08-08-2012		2012		08		08		SRSF		SRSF		sample		bg		SRSF080812		1123		13.43		365.4		<1		NA		C.Kelley,J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		22-08-2012		2012		08		22		SRSF		SRSF		sample		bg		SRSF082212		1055		13.34		261.3		1		NA		C.Kelley,J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		05-09-2012		2012		09		05		SRSF		SRSF		sample		bg		SRSF090512		1151		11.75		307.6		2		NA		J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		19-09-2012		2012		09		19		SRSF		SRSF		sample		bg		SRSF091912		1236		11.56		365.4		2		NA		J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		02-10-2012		2012		10		02		SRSF		SRSF		sample		bg		SRSF100212		1113		10.19		436		2		NA		J. Beckmann, V. Bennett		2007-2014 E.coli Data.xlsx/2012

		18-10-2012		2012		10		18		SRSF		SRSF		sample		bg		SRSF101812		758		7.64		478.6		<1		NA		V.BENNETT		2007-2014 E.coli Data.xlsx/2012

		30-05-2012		2012		05		30		SWIM		SRES		dup		bg		SWIM053012		1408		11.03		121		1		NA		C.Kelley, J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		13-06-2012		2012		06		13		SWIM		SRES		dup		bg		SWIM061312		1348		12.14		NA		NA		NA		C.Kelley, V.Bennett		2007-2014 E.coli Data.xlsx/2012

		27-06-2012		2012		06		27		SWIM		SRES		dup		bg		SWIM062712		1402		13.19		156.5		3.1		NA		C.Kelley, J.Beckmann, V.Bennett		2007-2014 E.coli Data.xlsx/2012

		11-07-2012		2012		07		11		SWIM		SRES		dup		bg		SWIM071112		1353		18.13		686.7		6.2		NA		C.Kelley, J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		26-07-2012		2012		07		26		SWIM		SRES		sample		bg		SWIM072612		943		15.68		866.4		7.4		NA		C.Kelley, J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		02-10-2012		2012		10		02		SWIM		SRES		sample		bg		SWIM100212		NA		NA		NA		NA		NA		J. Beckmann, V. Bennett		2007-2014 E.coli Data.xlsx/2012

		13-06-2012		2012		06		13		T_Blank		T_Blank		blank		bg		T_BLANK061312		1545		5.7		NA		NA		NA		C.Kelley, V.Bennett		2007-2014 E.coli Data.xlsx/2012

		27-06-2012		2012		06		27		T_Blank		T_Blank		blank		bg		T_BLANK062712		1630		6.3		NA		NA		NA		C.Kelley, J.Beckmann, V.Bennett		2007-2014 E.coli Data.xlsx/2012

		11-07-2012		2012		07		11		T_Blank		T_Blank		blank		bg		T_BLANK071112		1630		NA		NA		NA		NA		C.Kelley, J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		08-08-2012		2012		08		08		TBLANK		TBLANK		blank		bg		TBLANK080812		NA		9.5		NA		NA		NA		C.Kelley,J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		22-08-2012		2012		08		22		TBLANK		TBLANK		blank		bg		TBLANK082212		1530		15.4		NA		NA		NA		C.Kelley,J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		05-09-2012		2012		09		05		TBLANK		TBLANK		blank		bg		TBLANK090512		NA		NA		NA		NA		NA		J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		19-09-2012		2012		09		19		TBLANK		TBLANK		blank		bg		TBLANK091912		1540		10.8		NA		NA		NA		J.Beckmann		2007-2014 E.coli Data.xlsx/2012

		18-10-2012		2012		10		18		TBLANK		TBLANK		blank		bg		TBLANK101812		1121		NA		<1		<1		NA		V.BENNETT		2007-2014 E.coli Data.xlsx/2012

		06-07-2011		2011		07		06		SRSF		SRSF		sample		bg		SRSF070611		1412		13.65		NA		NA		NA		M. Bennett, C. Kelley		2007-2014 E.coli Data.xlsx/2011		Do Not Stabilizing 

		06-07-2011		2011		07		06		SREF		SREF		sample		bg		SREF070611		1432		17.72		NA		NA		NA		M. Bennett, C. Kelley		2007-2014 E.coli Data.xlsx/2011		Forgot to take bacteria samples at SRSF & SREF

		06-07-2011		2011		07		06		MICR		MICR		sample		bg		MICR070611		1515		13.41		275.5		36.8		NA		M. Bennett, C. Kelley		2007-2014 E.coli Data.xlsx/2011		PTPB taken @ SRGA

		06-07-2011		2011		07		06		SNCR		SNCR		sample		bg		SNCR070611		1542		17.97		1046.2		160.7		NA		M. Bennett, C. Kelley		2007-2014 E.coli Data.xlsx/2011

		06-07-2011		2011		07		06		CHTH		CHTH		sample		bg		CHTH070611		1604		16.99		NA		NA		NA		M. Bennett, C. Kelley		2007-2014 E.coli Data.xlsx/2011

		06-07-2011		2011		07		06		SRGA		SRGA		sample		bg		SRGA070611		1623		18.32		547.5		58.1		NA		M. Bennett, C. Kelley		2007-2014 E.coli Data.xlsx/2011

		06-07-2011		2011		07		06		PTPB		PTPB		dup		bg		PTPB070611		1623		18.32		517.2		60.9		NA		M. Bennett, C. Kelley		2007-2014 E.coli Data.xlsx/2011

		06-07-2011		2011		07		06		SRES		SRES		sample		bg		SRES070611		1532		15.71		248.9		34.3		NA		M. Bennett, C. Kelley		2007-2014 E.coli Data.xlsx/2011

		19-07-2011		2011		07		19		SRSF		SRSF		sample		bg		SRSF071911		1013		NA		240		6.1		NA		M. Bennett, C. Kelley		2007-2014 E.coli Data.xlsx/2011		Handheld being repaired (No sonde data)

		19-07-2011		2011		07		19		SREF		SREF		sample		bg		SREF071911		1028		NA		1986.3		60.2		NA		M. Bennett, C. Kelley		2007-2014 E.coli Data.xlsx/2011		PTPB taken @ MICR

		19-07-2011		2011		07		19		MICR		MICR		sample		bg		MICR071911		1121		NA		261.3		1		NA		M. Bennett, C. Kelley		2007-2014 E.coli Data.xlsx/2011

		19-07-2011		2011		07		19		SNCR		SNCR		sample		bg		SNCR071911		1140		NA		>2419.6		1119.9		NA		M. Bennett, C. Kelley		2007-2014 E.coli Data.xlsx/2011

		19-07-2011		2011		07		19		CHTH		CHTH		sample		bg		CHTH071911		1153		NA		1732.9		167.1		NA		M. Bennett, C. Kelley		2007-2014 E.coli Data.xlsx/2011

		19-07-2011		2011		07		19		SRGA		SRGA		sample		bg		SRGA071911		1212		NA		>2419.6		190.4		NA		M. Bennett, C. Kelley		2007-2014 E.coli Data.xlsx/2011

		19-07-2011		2011		07		19		PTPB		PTPB		dup		bg		PTPB071911		1121		NA		727		3.1		NA		M. Bennett, C. Kelley		2007-2014 E.coli Data.xlsx/2011

		19-07-2011		2011		07		19		SCJB		SRJB		sample		bg		SCJB071911		1223		NA		>2419.6		228.2		NA		M. Bennett, C. Kelley		2007-2014 E.coli Data.xlsx/2011

		19-07-2011		2011		07		19		SRES		SRES		sample		bg		SRES071911		1131		NA		387.3		7.5		NA		M. Bennett, C. Kelley		2007-2014 E.coli Data.xlsx/2011

		03-08-2011		2011		08		03		SRSF		SRSF		sample		bg		SRSF080311		925		10.9		770.1		31.7		NA		M. Bennett, C. Kelley, S. Schaefer		2007-2014 E.coli Data.xlsx/2011		YSI in for repair (no hand held

		03-08-2011		2011		08		03		SREF		SREF		sample		bg		SREF080311		945		15		>2419.6		198.9		NA		M. Bennett, C. Kelley, S. Schaefer		2007-2014 E.coli Data.xlsx/2011		data) incubated from 8/3/11 @

		03-08-2011		2011		08		03		MICR		MICR		sample		bg		MICR080311		1034		12.2		1732.9		13.2		NA		M. Bennett, C. Kelley, S. Schaefer		2007-2014 E.coli Data.xlsx/2011		1337 to 8/5/11 @ 0827

		03-08-2011		2011		08		03		SNCR		SNCR		sample		bg		SNCR080311		1110		14.3		516.3		268.2		NA		M. Bennett, C. Kelley, S. Schaefer		2007-2014 E.coli Data.xlsx/2011		not all tray full of water

		03-08-2011		2011		08		03		CHTH		CHTH		sample		bg		CHTH080311		1127		15.9		913.9		93.3		NA		M. Bennett, C. Kelley, S. Schaefer		2007-2014 E.coli Data.xlsx/2011

		03-08-2011		2011		08		03		SRGA		SRGA		sample		bg		SRGA080311		1148		18.7		1413.6		71.7		NA		M. Bennett, C. Kelley, S. Schaefer		2007-2014 E.coli Data.xlsx/2011

		03-08-2011		2011		08		03		PTPB		PTPB		dup		bg		PTPB080311		1127		15.9		499.6		95.5		NA		M. Bennett, C. Kelley, S. Schaefer		2007-2014 E.coli Data.xlsx/2011

		03-08-2011		2011		08		03		SRES		SRES		sample		bg		SRES080311		1051		16.5		721.5		5.2		NA		M. Bennett, C. Kelley, S. Schaefer		2007-2014 E.coli Data.xlsx/2011

		17-08-2011		2011		08		17		SRSF		SRSF		sample		bg		SRSF081711		1120		11.9		410.6		1		NA		M. Bennett, C. Kelley		2007-2014 E.coli Data.xlsx/2011

		17-08-2011		2011		08		17		SREF		SREF		sample		bg		SREF081711		1132		19.1		980.4		76.7		NA		M. Bennett, C. Kelley		2007-2014 E.coli Data.xlsx/2011		556 Being Repaired

		17-08-2011		2011		08		17		MICR		MICR		sample		bg		MICR081711		1219		12.9		435.2		3.1		NA		M. Bennett, C. Kelley		2007-2014 E.coli Data.xlsx/2011

		17-08-2011		2011		08		17		SNCR		SNCR		sample		bg		SNCR081711		1245		16.5		>2419.6		157.6		NA		M. Bennett, C. Kelley		2007-2014 E.coli Data.xlsx/2011

		17-08-2011		2011		08		17		CHTH		CHTH		sample		bg		CHTH081711		1300		17.9		816.4		55.7		NA		M. Bennett, C. Kelley		2007-2014 E.coli Data.xlsx/2011

		17-08-2011		2011		08		17		SRGA		SRGA		sample		bg		SRGA081711		1321		21		727		12		NA		M. Bennett, C. Kelley		2007-2014 E.coli Data.xlsx/2011

		17-08-2011		2011		08		17		PTPB		PTPB		dup		bg		PTPB081711		1120		11.9		307.6		3.1		NA		M. Bennett, C. Kelley		2007-2014 E.coli Data.xlsx/2011

		17-08-2011		2011		08		17		SRES		SRES		sample		bg		SRES081711		1237		20.4		325.5		20.4		NA		M. Bennett, C. Kelley		2007-2014 E.coli Data.xlsx/2011		Duplicate PTPB taken @ SRSF

		17-08-2011		2011		08		17		SCJB		SRJB		sample		bg		SCJB081711		1334		20.1		648.8		7.2		NA		M. Bennett, C. Kelley		2007-2014 E.coli Data.xlsx/2011

		31-08-2011		2011		08		31		SRSF		SRSF		sample		bg		SRSF083111		1043		11.48		120.3		1		NA		S. Schaefer, C. Kelley		2007-2014 E.coli Data.xlsx/2011		SRSF- tray not full of sample Water 

		31-08-2011		2011		08		31		SREF		SREF		sample		bg		SREF083111		1104		16.65		1119.9		151.5		NA		S. Schaefer, C. Kelley		2007-2014 E.coli Data.xlsx/2011		 

		31-08-2011		2011		08		31		MICR		MICR		sample		bg		MICR083111		1139		12.58		1732.9		2		NA		S. Schaefer, C. Kelley		2007-2014 E.coli Data.xlsx/2011

		31-08-2011		2011		08		31		SNCR		SNCR		sample		bg		SNCR083111		1217		14.22		1011.2		61.3		NA		S. Schaefer, C. Kelley		2007-2014 E.coli Data.xlsx/2011

		31-08-2011		2011		08		31		CHTH		CHTH		sample		bg		CHTH083111		1237		16.7		456.9		31.3		NA		S. Schaefer, C. Kelley		2007-2014 E.coli Data.xlsx/2011

		31-08-2011		2011		08		31		SRGA		SRGA		sample		bg		SRGA083111		1432		20.86		770.1		11.9		NA		S. Schaefer, C. Kelley		2007-2014 E.coli Data.xlsx/2011

		31-08-2011		2011		08		31		PTPB		PTPB		dup		bg		PTPB083111		1104		16.65		1299.7		139.6		NA		S. Schaefer, C. Kelley		2007-2014 E.coli Data.xlsx/2011		PTPB taken @ SREF

		31-08-2011		2011		08		31		SRES		SRES		sample		bg		SRES083111		dry		dry		dry		dry		NA		S. Schaefer, C. Kelley		2007-2014 E.coli Data.xlsx/2011		SRES - no flow

		31-08-2011		2011		08		31		SCJB		SRJB		sample		bg		SCJB083111		1415		19.73		866.4		2		NA		S. Schaefer, C. Kelley		2007-2014 E.coli Data.xlsx/2011

		13-09-2011		2011		09		13		SRSF		SRSF		sample		bg		SRSF091311		1225		12.78		179.3		<1		NA		S. Schaefer, C. Kelley		2007-2014 E.coli Data.xlsx/2011

		13-09-2011		2011		09		13		SREF		SREF		sample		bg		SREF091311		1250		19.74		1299.7		33.2		NA		S. Schaefer, C. Kelley		2007-2014 E.coli Data.xlsx/2011

		13-09-2011		2011		09		13		MICR		MICR		sample		bg		MICR091311		1330		13.68		>2419.6		6.3		NA		S. Schaefer, C. Kelley		2007-2014 E.coli Data.xlsx/2011

		13-09-2011		2011		09		13		SNCR		SNCR		sample		bg		SNCR091311		1415		16.3		1203.3		99		NA		S. Schaefer, C. Kelley		2007-2014 E.coli Data.xlsx/2011

		13-09-2011		2011		09		13		CHTH		CHTH		sample		bg		CHTH091311		1435		18.13		686.7		24.7		NA		S. Schaefer, C. Kelley		2007-2014 E.coli Data.xlsx/2011

		13-09-2011		2011		09		13		SRGA		SRGA		sample		bg		SRGA091311		1530		21.13		>2419.6		13.2		NA		S. Schaefer, C. Kelley		2007-2014 E.coli Data.xlsx/2011

		13-09-2011		2011		09		13		PTPB		PTPB		dup		bg		PTPB091311		1512		20.51		980.4		2		NA		S. Schaefer, C. Kelley		2007-2014 E.coli Data.xlsx/2011		PTPB @ SCJB

		13-09-2011		2011		09		13		SRES		SRES		sample		bg		SRES091311		dry		dry		dry		dry		NA		S. Schaefer, C. Kelley		2007-2014 E.coli Data.xlsx/2011		SRES- Dry

		13-09-2011		2011		09		13		SCJB		SRJB		sample		bg		SCJB091311		1512		20.51		1046.2		3		NA		S. Schaefer, C. Kelley		2007-2014 E.coli Data.xlsx/2011

		27-09-2011		2011		09		27		SRSF		SRSF		sample		bg		SRSF092711		1110		10.11		410.6		2		NA		M. Bennett, J. Anderson		2007-2014 E.coli Data.xlsx/2011

		27-09-2011		2011		09		27		SREF		SREF		sample		bg		SREF092711		1041		13.51		1986.3		93.3		NA		M. Bennett, J. Anderson		2007-2014 E.coli Data.xlsx/2011

		27-09-2011		2011		09		27		MICR		MICR		sample		bg		MICR092711		1245		11.26		1986.3		5.2		NA		M. Bennett, J. Anderson		2007-2014 E.coli Data.xlsx/2011

		27-09-2011		2011		09		27		SNCR		SNCR		sample		bg		SNCR092711		1305		13.12		1732.9		275.5		NA		M. Bennett, J. Anderson		2007-2014 E.coli Data.xlsx/2011

		27-09-2011		2011		09		27		CHTH		CHTH		sample		bg		CHTH092711		1320		16.11		1299.7		18.9		NA		M. Bennett, J. Anderson		2007-2014 E.coli Data.xlsx/2011

		27-09-2011		2011		09		27		SRGA		SRGA		sample		bg		SRGA092711		1340		16.49		1986.3		12.2		NA		M. Bennett, J. Anderson		2007-2014 E.coli Data.xlsx/2011

		27-09-2011		2011		09		27		PTPB		PTPB		dup		bg		PTPB092711		1111		10.12		307.6		2		NA		M. Bennett, J. Anderson		2007-2014 E.coli Data.xlsx/2011		PTPB @ SRSF

		27-09-2011		2011		09		27		SRES		SRES		sample		bg		SRES092711		dry		dry		dry		dry		NA				2007-2014 E.coli Data.xlsx/2011		No Water

		27-09-2011		2011		09		27		SCJB		SRJB		sample		bg		SCJB092711		1355		15.75		1986.3		2		NA		M. Bennett, J. Anderson		2007-2014 E.coli Data.xlsx/2011

		12-10-2011		2011		10		12		SRSF		SRSF		sample		bg		SRSF101211		1102		6.73		149.7		1		NA		C.Kelley, J. Kelley S Schaefer		2007-2014 E.coli Data.xlsx/2011		Not Reportable for a single sample

		12-10-2011		2011		10		12		SREF		SREF		sample		bg		SREF101211		1122		10.09		579.4		101.2		NA		C.Kelley, J. Kelley S Schaefer		2007-2014 E.coli Data.xlsx/2011

		12-10-2011		2011		10		12		MICR		MICR		sample		bg		MICR101211		1431		9.13		686.7		3.1		NA		C.Kelley, J. Kelley S Schaefer		2007-2014 E.coli Data.xlsx/2011

		12-10-2011		2011		10		12		SNCR		SNCR		sample		bg		SNCR101211		1501		12.43		1986.3		218.7		NA		C.Kelley, J. Kelley S Schaefer		2007-2014 E.coli Data.xlsx/2011

		12-10-2011		2011		10		12		CHTH		CHTH		sample		bg		CHTH101211		1521		14.51		980.4		20.1		NA		C.Kelley, J. Kelley S Schaefer		2007-2014 E.coli Data.xlsx/2011

		12-10-2011		2011		10		12		SRGA		SRGA		sample		bg		SRGA101211		1551		14.98		>2419.6		48.8		NA		C.Kelley, J. Kelley S Schaefer		2007-2014 E.coli Data.xlsx/2011

		12-10-2011		2011		10		12		PTPB		PTPB		dup		bg		PTPB101211		1551		14.98		>2419.6		53.7		NA		C.Kelley, J. Kelley S Schaefer		2007-2014 E.coli Data.xlsx/2011		PTPB @ SRGA

		26-10-2011		2011		10		26		SRSF		SRSF		sample		bg		SRSF102611		1028		4.73		152.9		<1		NA		C.Kelley, J. Kelley, S. Schaefer		2007-2014 E.coli Data.xlsx/2011		Data sonde stopped working after 

		26-10-2011		2011		10		26		SREF		SREF		sample		bg		SREF102611		1102		NA		387.3		38.4		NA		C.Kelley, J. Kelley, S. Schaefer		2007-2014 E.coli Data.xlsx/2011		first site (batteries)

		26-10-2011		2011		10		26		MICR		MICR		sample		bg		MICR102611		1215		NA		980.4		<1		NA		C.Kelley, J. Kelley, S. Schaefer		2007-2014 E.coli Data.xlsx/2011

		26-10-2011		2011		10		26		SNCR		SNCR		sample		bg		SNCR102611		1300		NA		>2419.6		365.4		NA		C.Kelley, J. Kelley, S. Schaefer		2007-2014 E.coli Data.xlsx/2011

		26-10-2011		2011		10		26		CHTH		CHTH		sample		bg		CHTH102611		1313		NA		920.8		25.3		NA		C.Kelley, J. Kelley, S. Schaefer		2007-2014 E.coli Data.xlsx/2011

		26-10-2011		2011		10		26		SRGA		SRGA		sample		bg		SRGA102611		1347		NA		<1		<1		NA		C.Kelley, J. Kelley, S. Schaefer		2007-2014 E.coli Data.xlsx/2011

		26-10-2011		2011		10		26		PTPB		PTPB		dup		bg		PTPB102611		1102		NA		307.6		28.1		NA		C.Kelley, J. Kelley, S. Schaefer		2007-2014 E.coli Data.xlsx/2011		PTPB@SREF

		26-10-2011		2011		10		26		SRES		SRES		sample		bg		SRES102611		NA		NA		NA		NA		NA				2007-2014 E.coli Data.xlsx/2011

		26-10-2011		2011		10		26		SCJB		SRJB		sample		bg		SCJB102611		1355		NA		1299.7		10.9		NA		C.Kelley, J. Kelley, S. Schaefer		2007-2014 E.coli Data.xlsx/2011

		20-01-2010		2010		01		20		SNCR		SNCR		sample		bg		SNCR012010		1439		4.41		1046.2		43.2		NA		T. Lindsey, M. Bennett		2007-2014 E.coli Data.xlsx/2010

		20-01-2010		2010		01		20		CHTH		CHTH		sample		bg		CHTH012010		1501		4.64		866.4		99		NA		T. Lindsey, M. Bennett		2007-2014 E.coli Data.xlsx/2010

		20-01-2010		2010		01		20		SRGA		SRGA		sample		bg		SRGA012010		1526		4.24		1986.3		30.9		NA		T. Lindsey, M. Bennett		2007-2014 E.coli Data.xlsx/2010

		20-01-2010		2010		01		20		SRES		SRES		sample		bg		SRES012010		1340		2.27		275.56		6.3		NA		T. Lindsey, M. Bennett		2007-2014 E.coli Data.xlsx/2010		first SRES sample taken since water returned

		20-01-2010		2010		01		20		CHTH		CHTH		sample		bg		PTPB012010		1501		4.64		920.8		93.3		NA		T. Lindsey, M. Bennett		2007-2014 E.coli Data.xlsx/2010		PTPB taken @ CHTH

		11-05-2010		2010		05		11		SRSF		SRSF		sample		bg		SRSF051110		1120		4.37		29.2		<1		NA		T. Lindsey, C. Bowman		2007-2014 E.coli Data.xlsx/2010		DO did not stabolize, high volocity and turbulance @ site.

		11-05-2010		2010		05		11		SREF		SREF		sample		bg		SREF051110		1145		6.13		151.5		17.5		NA		T. Lindsey, C. Bowman		2007-2014 E.coli Data.xlsx/2010

		11-05-2010		2010		05		11		MICR		MICR		sample		bg		MICR051110		1435		7.86		65.7		<1		NA		T. Lindsey, C. Bowman		2007-2014 E.coli Data.xlsx/2010

		11-05-2010		2010		05		11		SRES		SRES		sample		bg		SRES051110		1449		8.73		70.8		<1		NA		T. Lindsey, C. Bowman		2007-2014 E.coli Data.xlsx/2010

		11-05-2010		2010		05		11		CHTH		CHTH		sample		bg		CHTH051110		1510		11.82		461.1		14.8		NA		T. Lindsey, C. Bowman		2007-2014 E.coli Data.xlsx/2010

		11-05-2010		2010		05		11		SNCR		SNCR		sample		bg		SNCR051110		1500		11.29		>2419.6		1413.6		NA		T. Lindsey, C. Bowman		2007-2014 E.coli Data.xlsx/2010

		11-05-2010		2010		05		11		SRGA		SRGA		sample		bg		SRGA051110		1528		10.29		866.4		27.9		NA		T. Lindsey, C. Bowman		2007-2014 E.coli Data.xlsx/2010

		11-05-2010		2010		05		11		PTPB		PTPB		dup		bg		PTPB051110		1449		8.73		32.7		<1		NA		T. Lindsey, C. Bowman		2007-2014 E.coli Data.xlsx/2010		PTPB sample taken @ SRES

		11-05-2010		2010		05		11		blank		blank		blank		bg		LabBlank051110		NA		NA		<1		<1		NA		T. Lindsey 		2007-2014 E.coli Data.xlsx/2010

		25-05-2010		2010		05		25		SRSF		SRSF		sample		bg		SRSF052510		1125		4.87		387.3		13.4		NA		T. Lindsey, M. Bennett		2007-2014 E.coli Data.xlsx/2010

		25-05-2010		2010		05		25		SREF		SREF		sample		bg		SREF052510		1141		6.95		44.8		8.6		NA		T. Lindsey, M. Bennett		2007-2014 E.coli Data.xlsx/2010

		25-05-2010		2010		05		25		MICR		MICR		sample		bg		MICR052510		1240		5.95		74.9		3.1		NA		T. Lindsey, M. Bennett		2007-2014 E.coli Data.xlsx/2010

		25-05-2010		2010		05		25		SRES		SRES		sample		bg		SRES052510		1258		6.14		83.3		2		NA		T. Lindsey, M. Bennett		2007-2014 E.coli Data.xlsx/2010

		25-05-2010		2010		05		25		CHTH		CHTH		sample		bg		CHTH052510		1328		8.35		235.9		29.2		NA		T. Lindsey, M. Bennett		2007-2014 E.coli Data.xlsx/2010

		25-05-2010		2010		05		25		SNCR		SNCR		sample		bg		SNCR052510		1311		8.14		2419.6		1732.9		NA		T. Lindsey, M. Bennett		2007-2014 E.coli Data.xlsx/2010

		25-05-2010		2010		05		25		SRGA		SRGA		sample		bg		SRGA052510		1346		9.46		179.3		39.9		NA		T. Lindsey, M. Bennett		2007-2014 E.coli Data.xlsx/2010

		25-05-2010		2010		05		25		PTPB		PTPB		dup		bg		PTPB052510		1240		5.95		88		<1		NA		T. Lindsey, M. Bennett		2007-2014 E.coli Data.xlsx/2010		PTPB sample taken @ MICR

		25-05-2010		2010		05		25		blank		blank		blank		bg		LabBlank052510		NA		NA		<1		<1		NA		T. Lindsey 		2007-2014 E.coli Data.xlsx/2010

		08-06-2010		2010		06		08		SRSF		SRSF		sample		bg		SRSF060810		1129		5.98		62		2		NA		T. Lindsey, An. Lewis		2007-2014 E.coli Data.xlsx/2010

		08-06-2010		2010		06		08		SREF		SREF		sample		bg		SREF060810		1145		7.94		307.6		14.6		NA		T. Lindsey, An. Lewis		2007-2014 E.coli Data.xlsx/2010

		08-06-2010		2010		06		08		MICR		MICR		sample		bg		MICR060810		1227		7.63		96		1		NA		T. Lindsey, An. Lewis		2007-2014 E.coli Data.xlsx/2010

		08-06-2010		2010		06		08		SRES		SRES		sample		bg		SRES060810		1242		8.37		127.4		8.6		NA		T. Lindsey, An. Lewis		2007-2014 E.coli Data.xlsx/2010

		08-06-2010		2010		06		08		SNCR		SNCR		sample		bg		SNCR060810		1254		10.48		866.4		23.5		NA		T. Lindsey, An. Lewis		2007-2014 E.coli Data.xlsx/2010

		08-06-2010		2010		06		08		CHTH		CHTH		sample		bg		CHTH060810		1309		9.94		461.1		68.9		NA		T. Lindsey, An. Lewis		2007-2014 E.coli Data.xlsx/2010

		08-06-2010		2010		06		08		SRGA		SRGA		sample		bg		SRGA060810		1327		10.17		920.8		65.7		NA		T. Lindsey, An. Lewis		2007-2014 E.coli Data.xlsx/2010

		08-06-2010		2010		06		08		PTPB		PTPB		dup		bg		PTPB060810		1337		10.4		187.2		69.7		NA		T. Lindsey, An. Lewis		2007-2014 E.coli Data.xlsx/2010

		08-06-2010		2010		06		08		blank		blank		blank		lab		LabBlank060810		NA		7.63		120.1		1		NA		T. Lindsey, An. Lewis		2007-2014 E.coli Data.xlsx/2010		PTPB sample taken @ MICR

		22-06-2010		2010		06		22		SRSF		SRSF		sample		bg		SRSF062210		1043		7.15		69.7		3		NA		T. Lindsey, An. Lewis		2007-2014 E.coli Data.xlsx/2010

		22-06-2010		2010		06		22		SREF		SREF		sample		bg		SREF062210		1058		9.58		517.2		30.9		NA		T. Lindsey, An. Lewis		2007-2014 E.coli Data.xlsx/2010

		22-06-2010		2010		06		22		MICR		MICR		sample		bg		MICR062210		1136		8.76		187.2		1		NA		T. Lindsey, An. Lewis		2007-2014 E.coli Data.xlsx/2010

		22-06-2010		2010		06		22		SRES		SRES		sample		bg		SRES062210		1154		10.42		135.4		1		NA		T. Lindsey, An. Lewis		2007-2014 E.coli Data.xlsx/2010

		22-06-2010		2010		06		22		SNCR		SNCR		sample		bg		SNCR062210		1225		12.7		499.6		96		NA		T. Lindsey, An. Lewis		2007-2014 E.coli Data.xlsx/2010

		22-06-2010		2010		06		22		CHTH		CHTH		sample		bg		CHTH062210		1209		12.5		1119.9		21.8		NA		T. Lindsey, An. Lewis		2007-2014 E.coli Data.xlsx/2010

		22-06-2010		2010		06		22		SRGA		SRGA		sample		bg		SRGA062210		1240		13.16		1299.7		65.7		NA		T. Lindsey, An. Lewis		2007-2014 E.coli Data.xlsx/2010

		22-06-2010		2010		06		22		SRJB		SRJB		sample		bg		SRJB062210		1314		13.56		1046.2		46.4		NA		T. Lindsey, An. Lewis		2007-2014 E.coli Data.xlsx/2010

		22-06-2010		2010		06		22		PTPB		PTPB		dup		bg		PTPB062210		1209		12.5		>2419.6		137.6		NA		T. Lindsey, An. Lewis		2007-2014 E.coli Data.xlsx/2010

		22-06-2010		2010		06		22		blank		blank		blank		lab		LabBlank062210		NA		NA		<1		<1		NA		T. Lindsey, An. Lewis		2007-2014 E.coli Data.xlsx/2010		PTPB Sample taken @ SNCR

		06-07-2010		2010		07		06		SRSF		SRSF		sample		bg		SRSF070610		1154		10.36		178.5		<1		NA		T. Lindsey		2007-2014 E.coli Data.xlsx/2010

		06-07-2010		2010		07		06		SREF		SREF		sample		bg		SREF070610		1213		13.74		1119.9		99		NA		T. Lindsey		2007-2014 E.coli Data.xlsx/2010

		06-07-2010		2010		07		06		MICR		MICR		sample		bg		MICR070610		1310		12.1		344.8		2		NA		T. Lindsey		2007-2014 E.coli Data.xlsx/2010

		06-07-2010		2010		07		06		SRES		SRES		sample		bg		SRES070610		1327		14.96		206.4		11.8		NA		T. Lindsey		2007-2014 E.coli Data.xlsx/2010

		06-07-2010		2010		07		06		SNCR		SNCR		sample		bg		SNCR070610		1341		17.53		2419.6		1046.2		NA		T. Lindsey		2007-2014 E.coli Data.xlsx/2010

		06-07-2010		2010		07		06		CHTH		CHTH		sample		bg		CHTH070610		1357		17.14		1299.6		66.3		NA		T. Lindsey		2007-2014 E.coli Data.xlsx/2010

		06-07-2010		2010		07		06		SRGA		SRGA		sample		bg		SRGA070610		1414		18.55		1732.9		44.1		NA		T. Lindsey		2007-2014 E.coli Data.xlsx/2010

		06-07-2010		2010		07		06		SRJB		SRJB		sample		bg		SRJB070610		1426		18.84		286.3		27.8		NA		T. Lindsey		2007-2014 E.coli Data.xlsx/2010

		06-07-2010		2010		07		06		PTPB		PTPB		dup		bg		PTPB070610		1213		13.74		1203.3		160.7		NA		T. Lindsey		2007-2014 E.coli Data.xlsx/2010		PTPB sample taken @ SREF

		06-07-2010		2010		07		06		blank		blank		blank		lab		LabBlank070610		NA		NA		<1		<1		NA		T. Lindsey		2007-2014 E.coli Data.xlsx/2010

		14-07-2010		2010		07		14		SC07		SC07		sample		ss		SC071410_01		NA		17.4		2419.6		155.3		NA		T. Lindsey, C. Bowman		2007-2014 E.coli Data.xlsx/2010

		14-07-2010		2010		07		14		SC07		SC07		sample		ss		SC071410_02		NA		17.4		2419.6		104.3		NA		T. Lindsey, C. Bowman		2007-2014 E.coli Data.xlsx/2010

		14-07-2010		2010		07		14		SC07		SC07		sample		ss		SC071410_03		NA		17.6		2419.6		129.6		NA		T. Lindsey, C. Bowman		2007-2014 E.coli Data.xlsx/2010		at sewage treatment pond

		14-07-2010		2010		07		14		SC07		SC07		sample		ss		SC071410_04		NA		17.7		2419.6		104.6		NA		T. Lindsey, C. Bowman		2007-2014 E.coli Data.xlsx/2010

		14-07-2010		2010		07		14		SC07		SC07		sample		ss		SC071410_05		NA		17.7		1732.9		166.4		NA		T. Lindsey, C. Bowman		2007-2014 E.coli Data.xlsx/2010

		14-07-2010		2010		07		14		SC07		SC07		sample		ss		SC071410_06		NA		18		1413.6		83.3		NA		T. Lindsey, C. Bowman		2007-2014 E.coli Data.xlsx/2010

		14-07-2010		2010		07		14		SC07		SC07		sample		ss		SC071410_07		1235		18.8		1553.1		83.6		NA		T. Lindsey, C. Bowman		2007-2014 E.coli Data.xlsx/2010

		14-07-2010		2010		07		14		SC07		SC07		sample		ss		SC071410_08		1245		19.1		2419.6		117.8		NA		T. Lindsey, C. Bowman		2007-2014 E.coli Data.xlsx/2010

		14-07-2010		2010		07		14		SC07		SC07		sample		ss		SC071410_09		1245		NA		>2419.6		195.6		NA		T. Lindsey, C. Bowman		2007-2014 E.coli Data.xlsx/2010		Orifino Creek

		14-07-2010		2010		07		14		SC07		SC07		sample		ss		SC071410_10		NA		NA		1413.6		56.3		NA		T. Lindsey, C. Bowman		2007-2014 E.coli Data.xlsx/2010

		14-07-2010		2010		07		14		SC07		SC07		sample		ss		SC071410_11		NA		NA		1119.9		56.3		NA		T. Lindsey, C. Bowman		2007-2014 E.coli Data.xlsx/2010

		14-07-2010		2010		07		14		SC07		SC07		sample		ss		SC071410_12		NA		NA		770.1		40.8		NA		T. Lindsey, C. Bowman		2007-2014 E.coli Data.xlsx/2010		upstream Patterson Creek/ Ben Toziers

		14-07-2010		2010		07		14		SC07		SC07		sample		ss		SC071410_13		NA		NA		980.4		36.8		NA		T. Lindsey, C. Bowman		2007-2014 E.coli Data.xlsx/2010

		14-07-2010		2010		07		14		SC07		SC07		sample		ss		SC071410_14		NA		NA		<1		<1		NA		T. Lindsey, C. Bowman		2007-2014 E.coli Data.xlsx/2010		House Well Sample

		14-07-2010		2010		07		14		SC07		SC07		sample		ss		SC071410_15		NA		NA		613.1		37.9		NA		T. Lindsey, C. Bowman		2007-2014 E.coli Data.xlsx/2010		SRGA

		14-07-2010		2010		07		14		blank		blank		blank		lab		labblank		NA		NA		<1		<1		NA		T. Lindsey, C. Bowman		2007-2014 E.coli Data.xlsx/2010

		21-07-2010		2010		07		21		SRSF		SRSF		sample		bg		SRSF072110		740		11.3		410.6		17.1		NA		T. Lindsey		2007-2014 E.coli Data.xlsx/2010

		21-07-2010		2010		07		21		SREF		SREF		sample		bg		SREF072110		754		13.8		1986.3		139.6		NA		T. Lindsey		2007-2014 E.coli Data.xlsx/2010

		21-07-2010		2010		07		21		MICRO		MICR		sample		bg		MICRO072110		825		12.57		770.1		44.1		NA		T. Lindsey		2007-2014 E.coli Data.xlsx/2010

		21-07-2010		2010		07		21		SRES		SRES		sample		bg		SRES072110		838		14.78		435.2		41.4		NA		T. Lindsey		2007-2014 E.coli Data.xlsx/2010

		21-07-2010		2010		07		21		SNCR		SNCR		sample		bg		SNCR072110		848		12.44		>2419.6		648.8		NA		T. Lindsey		2007-2014 E.coli Data.xlsx/2010

		21-07-2010		2010		07		21		CHTH		CHTH		sample		bg		CHTH072110		902		13.63		1553.1		113.7		NA		T. Lindsey		2007-2014 E.coli Data.xlsx/2010

		21-07-2010		2010		07		21		SRGA		SRGA		sample		bg		SRGA072110		918		17.18		>2419.6		106.7		NA		T. Lindsey		2007-2014 E.coli Data.xlsx/2010

		21-07-2010		2010		07		21		SRJB		SRJB		sample		bg		SRJB072110		NA		NA		NA		NA		NA		T. Lindsey		2007-2014 E.coli Data.xlsx/2010

		21-07-2010		2010		07		21		PTPB		PTPB		dup		bg		PTPB072110		NA		NA		579.4		25.6		NA		T. Lindsey		2007-2014 E.coli Data.xlsx/2010

		21-07-2010		2010		07		21		BKBG		BKBG		sample		bg		BKBG072110		NA		NA		1732.9		101.4		NA		T. Lindsey		2007-2014 E.coli Data.xlsx/2010

		21-07-2010		2010		07		21		KDCR		KDCR		sample		bg		KDCR072110		NA		NA		>2419.6		102.2		NA		T. Lindsey		2007-2014 E.coli Data.xlsx/2010

		21-07-2010		2010		07		21		SRAK		SRAK		sample		bg		SRAK072110		NA		NA		1203.3		119.6		NA		T. Lindsey		2007-2014 E.coli Data.xlsx/2010

		21-07-2010		2010		07		21		blank		blank		blank		bg		BLANK072110		NA		NA		<1		<1		NA		T. Lindsey		2007-2014 E.coli Data.xlsx/2010

		29-07-2010		2010		07		29		BKBG		BKBG1		sample		bg		BKBG072910_01		115		NA		>2419.6		198.9		NA		T. Lindsey, C. Bowman		2007-2014 E.coli Data.xlsx/2010

		29-07-2010		2010		07		29		BKBG		BKBG2		sample		bg		BKBG072910_02		115		NA		>2419.6		119.8		NA		T. Lindsey, C. Bowman		2007-2014 E.coli Data.xlsx/2010

		29-07-2010		2010		07		29		blank		blank		blank		lab		LABBLANK072910		NA		NA		<1		<1		NA		T. Lindsey, C. Bowman		2007-2014 E.coli Data.xlsx/2010

		03-08-2010		2010		08		03		SRSF		SRSF		sample		bg		SRSF080310		1129		0.148		461.1		166.4		NA		T. Lindsey		2007-2014 E.coli Data.xlsx/2010

		03-08-2010		2010		08		03		SREF		SREF		sample		bg		SREF080310		1148		0.187		2419.6		160.7		NA		T. Lindsey		2007-2014 E.coli Data.xlsx/2010

		03-08-2010		2010		08		03		MICR		MICR		sample		bg		MICR080310		1233		0.079		866.4		0		NA		T. Lindsey		2007-2014 E.coli Data.xlsx/2010

		03-08-2010		2010		08		03		SRES		SRES		sample		bg		SRES080310		1306		0.109		162.4		1		NA		T. Lindsey		2007-2014 E.coli Data.xlsx/2010

		03-08-2010		2010		08		03		SNCR		SNCR		sample		bg		SNCR080310		1319		0.176		>2419.6		547.5		NA		T. Lindsey		2007-2014 E.coli Data.xlsx/2010

		03-08-2010		2010		08		03		CHTH		CHTH		sample		bg		CHTH080310		1334		0.129		1046.2		104.6		NA		T. Lindsey		2007-2014 E.coli Data.xlsx/2010

		03-08-2010		2010		08		03		SRGA		SRGA		sample		bg		SRGA080310		1358		0.25		1553.1		18.5		NA		T. Lindsey		2007-2014 E.coli Data.xlsx/2010

		03-08-2010		2010		08		03		SRJB		SRJB		sample		bg		SRJB080310		1407		0.241		1119.9		17.1		NA		T. Lindsey		2007-2014 E.coli Data.xlsx/2010

		03-08-2010		2010		08		03		PTPB		PTPB		dup		bg		PTPB080310		1358		0.25		1299.7		23.3		NA		T. Lindsey		2007-2014 E.coli Data.xlsx/2010

		03-08-2010		2010		08		03		blank		blank		blank		bg		BLANK080310		NA		NA		<1		<1		NA		T. Lindsey		2007-2014 E.coli Data.xlsx/2010

		05-08-2010		2010		08		05		SUCC		SF08		sample		grazing		SUCC080510		NA		NA		686.7		74.9		NA		T. Lindsey, C. Bowman		2007-2014 E.coli Data.xlsx/2010

		05-08-2010		2010		08		05		CAMO		SF09		sample		grazing		CAMO080510		NA		NA		2419.6		13.5		NA		T. Lindsey, C. Bowman		2007-2014 E.coli Data.xlsx/2010

		05-08-2010		2010		08		05		SHTH		SF05		sample		grazing		SHTH080510		NA		NA		436		7.4		NA		T. Lindsey, C. Bowman		2007-2014 E.coli Data.xlsx/2010

		05-08-2010		2010		08		05		blank		blank		blank		bg		BLANK080510		NA		NA		NA		NA		NA		T. Lindsey, C. Bowman		2007-2014 E.coli Data.xlsx/2010

		09-08-2010		2010		08		09		BKBG		BKBG1		sample		bg		BKBG080910_01		1425		NA		2419.6		63.7		NA		T. Lindsey		2007-2014 E.coli Data.xlsx/2010

		09-08-2010		2010		08		09		BKBG		BKBG2		sample		bg		BKBG080910_02		1425		NA		>2419.6		52		NA		T. Lindsey		2007-2014 E.coli Data.xlsx/2010

		09-08-2010		2010		08		09		blank		blank		blank		bg		BLANK080910		NA		NA		NA		NA		NA		T. Lindsey		2007-2014 E.coli Data.xlsx/2010

		12-08-2010		2010		08		12		BKBG		BKBG1		sample		bg		BKBG081210_01		1445		NA		>2419.6		68.3		NA		T. Lindsey		2007-2014 E.coli Data.xlsx/2010

		12-08-2010		2010		08		12		BKBG		BKBG2		sample		bg		BKBG081210_02		1445		NA		>2419.6		90.9		NA		T. Lindsey		2007-2014 E.coli Data.xlsx/2010

		12-08-2010		2010		08		12		blank		blank		blank		bg		BLANK081210		NA		NA		NA		NA		NA		T. Lindsey		2007-2014 E.coli Data.xlsx/2010

		17-08-2010		2010		08		17		SRSF		SRSF		sample		bg		SRSF081710		1152		14.04		285.1		5.2		NA		T. Lindsey		2007-2014 E.coli Data.xlsx/2010

		17-08-2010		2010		08		17		SREF		SREF		sample		bg		SREF081710		1211		21.57		2419.6		248.1		NA		T. Lindsey		2007-2014 E.coli Data.xlsx/2010

		17-08-2010		2010		08		17		MICR		MICR		sample		bg		MICR081710		1253		15.29		1553.1		7.4		NA		T. Lindsey		2007-2014 E.coli Data.xlsx/2010

		17-08-2010		2010		08		17		SNCR		SNCR		sample		bg		SNCR081710		1323		17.97		>2419.6		727		NA		T. Lindsey		2007-2014 E.coli Data.xlsx/2010

		17-08-2010		2010		08		17		CHTH		CHTH		sample		bg		CHTH081710		1339		18.37		1413.6		179.3		NA		T. Lindsey		2007-2014 E.coli Data.xlsx/2010

		17-08-2010		2010		08		17		SRGA		SRGA		sample		bg		SRGA081710		1357		23.65		1299.7		20.1		NA		T. Lindsey		2007-2014 E.coli Data.xlsx/2010

		17-08-2010		2010		08		17		SRJB		SRJB		sample		bg		SRJB081710		NA		NA		1299.7		30.5		NA		T. Lindsey		2007-2014 E.coli Data.xlsx/2010

		17-08-2010		2010		08		17		PTPB		PTPB		dup		bg		PTPB081710		NA		NA		1553.1		7.4		NA		T. Lindsey		2007-2014 E.coli Data.xlsx/2010

		17-08-2010		2010		08		17		blank		blank		blank		bg		BLANK081710		NA		NA		<1		<1		NA		T. Lindsey		2007-2014 E.coli Data.xlsx/2010

		31-08-2010		2010		08		31		SRSF		SRSF		sample		bg		SRSF083110		1237		10.53		110.6		<1		NA		T. Lindsey		2007-2014 E.coli Data.xlsx/2010

		31-08-2010		2010		08		31		SREF		SREF		sample		bg		SREF083110		1256		17.86		1986.3		45		NA		T. Lindsey		2007-2014 E.coli Data.xlsx/2010

		31-08-2010		2010		08		31		MICR		MICR		sample		bg		MICR083110		1357		12.57		816.4		8.5		NA		T. Lindsey		2007-2014 E.coli Data.xlsx/2010

		31-08-2010		2010		08		31		SNCR		SNCR		sample		bg		SNCR083110		1422		14.41		2419.6		83.9		NA		T. Lindsey		2007-2014 E.coli Data.xlsx/2010

		31-08-2010		2010		08		31		CHTH		CHTH		sample		bg		CHTH083110		1441		17.16		1553.1		40.8		NA		T. Lindsey		2007-2014 E.coli Data.xlsx/2010

		31-08-2010		2010		08		31		SRGA		SRGA		sample		bg		SRGA083110		1518		20.19		2419.6		12		NA		T. Lindsey		2007-2014 E.coli Data.xlsx/2010

		31-08-2010		2010		08		31		SRJB		SRJB		sample		bg		SRJB083110		NA		NA		1986.3		14.8		NA		T. Lindsey		2007-2014 E.coli Data.xlsx/2010

		31-08-2010		2010		08		31		PTPB		PTPB		dup		bg		PTPB083110		1441		17.16		1553.1		60.2		NA		T. Lindsey		2007-2014 E.coli Data.xlsx/2010

		31-08-2010		2010		08		31		blank		blank		blank		bg		BLANK083110		NA		NA		<1		<1		NA		T. Lindsey		2007-2014 E.coli Data.xlsx/2010

		28-09-2010		2010		09		28		SRSF		SRSF		sample		bg		SRSF092810		955		NA		501.2		93.3		NA		Marla Bennett		2007-2014 E.coli Data.xlsx/2010

		28-09-2010		2010		09		28		SREF		SREF		sample		bg		SREF092810		1014		NA		172.3		<1		NA		Marla Bennett		2007-2014 E.coli Data.xlsx/2010

		28-09-2010		2010		09		28		MICR		MICR		sample		bg		MICR092810		1100		NA		1553.1		1		NA		Marla Bennett		2007-2014 E.coli Data.xlsx/2010

		28-09-2010		2010		09		28		SNCR		SNCR		sample		bg		SNCR092810		1125		NA		1732.9		22.8		NA		Marla Bennett		2007-2014 E.coli Data.xlsx/2010

		28-09-2010		2010		09		28		CHTH		CHTH		sample		bg		CHTH092810		1140		NA		601.5		33.1		NA		Marla Bennett		2007-2014 E.coli Data.xlsx/2010

		28-09-2010		2010		09		28		SRGA		SRGA		sample		bg		SRGA092810		1200		NA		791.5		19.7		NA		Marla Bennett		2007-2014 E.coli Data.xlsx/2010

		28-09-2010		2010		09		28		PTPB		PTPB		dup		bg		PTPB092810		1014		NA		166.4		<1		NA		Marla Bennett		2007-2014 E.coli Data.xlsx/2010

		28-09-2010		2010		09		28		blank		blank		blank		bg		BLANK092810		NA		NA		NA		NA		NA		Marla Bennett		2007-2014 E.coli Data.xlsx/2010

		06-05-2009		2009		05		06		13824Office		13824Office		blank		bg		NA		NA		NA		791.5		11.9		NA				2007-2014 E.coli Data.xlsx/2009

		17-02-2009		2009		02		17		CHTH		CHTH		sample		bg		NA		NA		6.12		686.7		2.0		NA				2007-2014 E.coli Data.xlsx/2009

		16-03-2009		2009		03		16		CHTH		CHTH		sample		bg		NA		NA		7.33		2419.6		61.3		NA				2007-2014 E.coli Data.xlsx/2009

		23-03-2009		2009		03		23		CHTH		CHTH		sample		bg		NA		NA		7.12		290.9		8.5		NA				2007-2014 E.coli Data.xlsx/2009

		29-04-2009		2009		04		29		CHTH		CHTH		sample		bg		NA		NA		11.53		1119.9		24.3		NA				2007-2014 E.coli Data.xlsx/2009

		29-04-2009		2009		04		29		CHTH		CHTH		dup		bg		NA		NA		11.53		1299.7		18.7		NA				2007-2014 E.coli Data.xlsx/2009

		13-05-2009		2009		05		13		CHTH		CHTH		sample		bg		NA		NA		8.93		1732.6		50.4		NA				2007-2014 E.coli Data.xlsx/2009

		13-05-2009		2009		05		13		CHTH		CHTH		dup		bg		NA		NA		8.93		1299.7		53.7		NA				2007-2014 E.coli Data.xlsx/2009

		21-05-2009		2009		05		21		CHTH		CHTH		sample		bg		NA		NA		12.42		1553.1		24.3		NA				2007-2014 E.coli Data.xlsx/2009

		21-05-2009		2009		05		21		CHTH		CHTH		dup		bg		NA		NA		12.42		1413.6		25.6		NA				2007-2014 E.coli Data.xlsx/2009

		27-05-2009		2009		05		27		CHTH		CHTH		sample		bg		NA		NA		15.4		613.1		33.1		NA				2007-2014 E.coli Data.xlsx/2009

		10-06-2009		2009		06		10		CHTH		CHTH		sample		bg		NA		NA		15.31		218.7		4.1		NA				2007-2014 E.coli Data.xlsx/2009

		03-06-2009		2009		06		03		CHTH		CHTH		sample		bg		NA		NA		13.29		1732.9		48.7		NA				2007-2014 E.coli Data.xlsx/2009

		17-06-2009		2009		06		17		CHTH		CHTH		sample		bg		NA		NA		17.25		NA		129.5		NA				2007-2014 E.coli Data.xlsx/2009

		17-06-2009		2009		06		17		CHTH		CHTH		dup		bg		NA		NA		17.25		NA		166.8		NA				2007-2014 E.coli Data.xlsx/2009

		24-06-2009		2009		06		24		CHTH		CHTH		sample		bg		NA		NA		17.64		1986.3		48.8		NA				2007-2014 E.coli Data.xlsx/2009

		24-06-2009		2009		06		24		CHTH		CHTH		dup		bg		NA		NA		17.64		2419.6		40.8		NA				2007-2014 E.coli Data.xlsx/2009

		01-07-2009		2009		07		01		CHTH		CHTH		sample		bg		NA		NA		14.95		1413.6		105		NA				2007-2014 E.coli Data.xlsx/2009

		01-07-2009		2009		07		01		CHTH		CHTH		dup		bg		NA		NA		13.89		2419.6		770.1		NA				2007-2014 E.coli Data.xlsx/2009

		08-07-2009		2009		07		08		CHTH		CHTH		sample		bg		NA		NA		17.66		1732.9		261.3		NA				2007-2014 E.coli Data.xlsx/2009

		08-07-2009		2009		07		08		CHTH		CHTH		dup		bg		NA		NA		20.79		1203.3		21.3		NA				2007-2014 E.coli Data.xlsx/2009

		15-07-2009		2009		07		15		CHTH		CHTH		sample		bg		NA		NA		16.87		1299.7		198.9		NA				2007-2014 E.coli Data.xlsx/2009

		21-07-2009		2009		07		21		CHTH		CHTH		sample		bg		NA		NA		20.41		2419.6		344.8		NA				2007-2014 E.coli Data.xlsx/2009

		29-07-2009		2009		07		29		CHTH		CHTH		sample		bg		NA		NA		14.62		1986.3		193.5		NA				2007-2014 E.coli Data.xlsx/2009

		29-07-2009		2009		07		29		CHTH		CHTH		dup		bg		NA		NA		14.62		2419.6		365.4		NA				2007-2014 E.coli Data.xlsx/2009

		05-08-2009		2009		08		05		CHTH		CHTH		sample		bg		NA		NA		18.08		1553.1		95.9		NA				2007-2014 E.coli Data.xlsx/2009

		12-08-2009		2009		08		12		CHTH		CHTH		sample		bg		NA		NA		14.23		1732.9		83.6		NA				2007-2014 E.coli Data.xlsx/2009

		19-08-2009		2009		08		19		CHTH		CHTH		sample		bg		NA		NA		17.92		980.4		<1		NA				2007-2014 E.coli Data.xlsx/2009

		02-09-2009		2009		09		02		CHTH		CHTH		sample		bg		NA		NA		16.66		1553.1		12.2		NA				2007-2014 E.coli Data.xlsx/2009

		16-09-2009		2009		09		16		CHTH		CHTH		sample		bg		NA		NA		15.55		1553.1		24.6		NA				2007-2014 E.coli Data.xlsx/2009

		30-09-2009		2009		09		30		CHTH		CHTH		sample		bg		NA		NA		13.25		1732.9		10.8		NA				2007-2014 E.coli Data.xlsx/2009

		14-10-2009		2009		10		14		CHTH		CHTH		sample		bg		NA		NA		13.06		>2419.6		1732.9		NA				2007-2014 E.coli Data.xlsx/2009

		14-10-2009		2009		10		14		CHTH		CHTH		dup		bg		NA		NA		11.22		>2419.6		55.6		NA				2007-2014 E.coli Data.xlsx/2009

		28-10-2009		2009		10		28		CHTH		CHTH		sample		bg		NA		NA		11.19		2419.6		29.5		NA				2007-2014 E.coli Data.xlsx/2009

		09-12-2009		2009		12		09		CHTH		CHTH		sample		bg		NA		NA		6.04		816.4		4.1		NA				2007-2014 E.coli Data.xlsx/2009

		06-01-2009		2009		01		06		CHTH		CHTH		sample		bg		NA		NA		5.62		461.1		4.1		NA				2007-2014 E.coli Data.xlsx/2009

		21-01-2009		2009		01		21		CHTH		CHTH		sample		bg		NA		NA		3.70		54.75		6.3		NA				2007-2014 E.coli Data.xlsx/2009

		04-02-2009		2009		02		04		CHTH		CHTH		sample		bg		NA		NA		5.19		325.5		1.0		NA				2007-2014 E.coli Data.xlsx/2009

		02-03-2009		2009		03		02		CHTH		CHTH		sample		bg		NA		NA		5.66		1553.1		5.2		NA				2007-2014 E.coli Data.xlsx/2009

		07-04-2009		2009		04		07		CHTH		CHTH		sample		bg		NA		NA		9.20		1986.3		3.1		NA				2007-2014 E.coli Data.xlsx/2009

		22-04-2009		2009		04		22		CHTH		CHTH		sample		bg		NA		NA		8.08		>2419		770.1		NA				2007-2014 E.coli Data.xlsx/2009

		29-04-2009		2009		04		29		Lab		Lab		blank		lab		NA		NA		NA		<1		<1		NA				2007-2014 E.coli Data.xlsx/2009

		06-05-2009		2009		05		06		Lab		Lab		blank		lab		NA		NA		NA		<1		<1		NA				2007-2014 E.coli Data.xlsx/2009

		21-05-2009		2009		05		21		Lab		Lab		blank		lab		NA		NA		NA		<1		<1		NA				2007-2014 E.coli Data.xlsx/2009

		27-05-2009		2009		05		27		Lab		Lab		blank		lab		NA		NA		NA		<1		<1		NA				2007-2014 E.coli Data.xlsx/2009

		10-06-2009		2009		06		10		Lab		Lab		blank		lab		NA		NA		NA		2419.6		298.7		NA				2007-2014 E.coli Data.xlsx/2009

		17-06-2009		2009		06		17		Lab		Lab		blank		lab		NA		NA		NA		<1		<1		NA				2007-2014 E.coli Data.xlsx/2009

		24-06-2009		2009		06		24		Lab		Lab		blank		lab		NA		NA		NA		<1		<1		NA				2007-2014 E.coli Data.xlsx/2009

		01-07-2009		2009		07		01		Lab		Lab		blank		lab		NA		NA		NA		NA		NA		NA				2007-2014 E.coli Data.xlsx/2009

		08-07-2009		2009		07		08		Lab		Lab		blank		lab		NA		NA		NA		<1		<1		NA				2007-2014 E.coli Data.xlsx/2009

		21-07-2009		2009		07		21		Lab		Lab		blank		lab		NA		NA		NA		<1		<1		NA				2007-2014 E.coli Data.xlsx/2009

		29-07-2009		2009		07		29		LAB		LAB		blank		lab		NA		NA		NA		<1		<1		NA				2007-2014 E.coli Data.xlsx/2009

		05-08-2009		2009		08		05		Lab		Lab		blank		lab		NA		NA		NA		<1		<1		NA				2007-2014 E.coli Data.xlsx/2009

		12-08-2009		2009		08		12		LAB		LAB		blank		lab		NA		NA		NA		<1		<1		NA				2007-2014 E.coli Data.xlsx/2009

		19-08-2009		2009		08		19		Lab		Lab		blank		lab		NA		NA		NA		<1		<1		NA				2007-2014 E.coli Data.xlsx/2009

		02-09-2009		2009		09		02		Lab		Lab		blank		lab		NA		NA		NA		<1		<1		NA				2007-2014 E.coli Data.xlsx/2009

		16-09-2009		2009		09		16		Lab		Lab		blank		lab		NA		NA		NA		<1		<1		NA				2007-2014 E.coli Data.xlsx/2009

		30-09-2009		2009		09		30		Lab		Lab		blank		lab		NA		NA		NA		<1		<1		NA				2007-2014 E.coli Data.xlsx/2009

		14-10-2009		2009		10		14		Lab		Lab		blank		lab		NA		NA		NA		<1		<1		NA				2007-2014 E.coli Data.xlsx/2009

		28-10-2009		2009		10		28		Lab		Lab		blank		lab		NA		NA		NA		<1		<1		NA				2007-2014 E.coli Data.xlsx/2009

		09-12-2009		2009		12		09		Lab		Lab		blank		lab		NA		NA		NA		<1		<1		NA				2007-2014 E.coli Data.xlsx/2009

		15-07-2009		2009		07		15		Lab		Lab		blank		lab		NA		NA		NA		<1		<1		NA				2007-2014 E.coli Data.xlsx/2009

		06-01-2009		2009		01		06		MICR		MICR		sample		bg		NA		NA		2.55		108.1		<1		NA				2007-2014 E.coli Data.xlsx/2009

		21-01-2009		2009		01		21		MICR		MICR		sample		bg		NA		NA		1.90		101.7		<1		NA				2007-2014 E.coli Data.xlsx/2009

		04-02-2009		2009		02		04		MICR		MICR		sample		bg		NA		NA		2.35		248.9		<1		NA				2007-2014 E.coli Data.xlsx/2009

		17-02-2009		2009		02		17		MICR		MICR		sample		bg		NA		NA		1.64		172.3		<1		NA				2007-2014 E.coli Data.xlsx/2009

		02-03-2009		2009		03		02		MICR		MICR		sample		bg		NA		NA		4.37		325.5		1.0		NA				2007-2014 E.coli Data.xlsx/2009

		16-03-2009		2009		03		16		MICR		MICR		sample		bg		NA		NA		5.06		920.8		3.0		NA				2007-2014 E.coli Data.xlsx/2009

		13-05-2009		2009		05		13		MICR		MICR		sample		bg		NA		NA		6.3		123.6		1		NA				2007-2014 E.coli Data.xlsx/2009

		27-05-2009		2009		05		27		MICR		MICR		sample		bg		NA		NA		11.21		228.2		<1		NA				2007-2014 E.coli Data.xlsx/2009

		10-06-2009		2009		06		10		MICR		MICR		sample		bg		NA		NA		10.32		178.5		1		NA				2007-2014 E.coli Data.xlsx/2009

		24-06-2009		2009		06		24		MICR		MICR		sample		bg		NA		NA		13.49		613.1		27.5		NA				2007-2014 E.coli Data.xlsx/2009

		08-07-2009		2009		07		08		MICR		MICR		sample		bg		NA		NA		1332		547.5		27.5		NA				2007-2014 E.coli Data.xlsx/2009

		21-07-2009		2009		07		21		MICR		MICR		sample		bg		NA		NA		16.07		980.4		24.3		NA				2007-2014 E.coli Data.xlsx/2009

		21-07-2009		2009		07		21		MICR		MICR		dup		bg		NA		NA		16.07		1119.9		36.8		NA				2007-2014 E.coli Data.xlsx/2009

		05-08-2009		2009		08		05		MICR		MICR		sample		bg		NA		NA		15.43		1413.6		10.7		NA				2007-2014 E.coli Data.xlsx/2009

		19-08-2009		2009		08		19		MICR		MICR		sample		bg		NA		NA		14.76		1299.7		9.7		NA				2007-2014 E.coli Data.xlsx/2009

		19-08-2009		2009		08		19		MICR		MICR		dup		bg		NA		NA		14.76		980.4		8.6		NA				2007-2014 E.coli Data.xlsx/2009

		02-09-2009		2009		09		02		MICR		MICR		sample		bg		NA		NA		13.79		1203.3		5.2		NA				2007-2014 E.coli Data.xlsx/2009

		16-09-2009		2009		09		16		MICR		MICR		sample		bg		NA		NA		12.77		1732.9		1		NA				2007-2014 E.coli Data.xlsx/2009

		30-09-2009		2009		09		30		MICR		MICR		sample		bg		NA		NA		10.15		>2419.6		3.1		NA				2007-2014 E.coli Data.xlsx/2009

		14-10-2009		2009		10		14		MICR		MICR		sample		bg		NA		NA		9.02		>2419.6		65.7		NA				2007-2014 E.coli Data.xlsx/2009

		28-10-2009		2009		10		28		MICR		MICR		sample		bg		NA		NA		7.25		1299.7		<1		NA				2007-2014 E.coli Data.xlsx/2009

		14-10-2009		2009		10		14		MOCR		MICR		dup		bg		NA		NA		NA		>2419.6		41		NA				2007-2014 E.coli Data.xlsx/2009

		06-01-2009		2009		01		06		PTPB_2		PTPB_2		dup		bg		NA		NA		6.10		365.4		5.2		NA				2007-2014 E.coli Data.xlsx/2009

		14-10-2009		2009		10		14		SCBF		SCBF		sample		bg		NA		NA		NA		>2419.6		57.3		NA				2007-2014 E.coli Data.xlsx/2009

		14-10-2009		2009		10		14		SCEF		SREF		sample		bg		NA		NA		NA		>2419.6		579.4		NA				2007-2014 E.coli Data.xlsx/2009

		06-05-2009		2009		05		06		SCJB		SRJB		dup		bg		NA		NA		9.11		488.4		488.4		NA				2007-2014 E.coli Data.xlsx/2009		label all 3 as dup b/c TC and EC are same number; likely an error

		06-05-2009		2009		05		06		SCJB		SRJB		dup		bg		NA		NA		9.18		365.4		365.4		NA				2007-2014 E.coli Data.xlsx/2009		label all 3 as dup b/c TC and EC are same number; likely an error

		06-05-2009		2009		05		06		SCJB		SRJB		dup		bg		NA		NA		9.11		435.2		435.2		NA				2007-2014 E.coli Data.xlsx/2009		label all 3 as dup b/c TC and EC are same number; likely an error

		21-05-2009		2009		05		21		SCJB		SRJB		sample		bg		NA		NA		13.68		1553.1		24.3		NA				2007-2014 E.coli Data.xlsx/2009

		27-05-2009		2009		05		27		SCJB		SRJB		sample		bg		NA		NA		17.29		1299.7		22.6		NA				2007-2014 E.coli Data.xlsx/2009

		10-06-2009		2009		06		10		SCJB		SRJB		sample		bg		NA		NA		16.23		2419.6		28.1		NA				2007-2014 E.coli Data.xlsx/2009

		03-06-2009		2009		06		03		SCJB		SRJB		sample		bg		NA		NA		15.29		2419.6		117.8		NA				2007-2014 E.coli Data.xlsx/2009

		17-06-2009		2009		06		17		SCJB		SRJB		sample		bg		NA		NA		19.68		NA		121.4		NA				2007-2014 E.coli Data.xlsx/2009

		24-06-2009		2009		06		24		SCJB		SRJB		sample		bg		NA		NA		21.02		1553.1		16		NA				2007-2014 E.coli Data.xlsx/2009

		01-07-2009		2009		07		01		SCJB		SRJB		sample		bg		NA		NA		19.49		1986.3		26.2		NA				2007-2014 E.coli Data.xlsx/2009

		08-07-2009		2009		07		08		SCJB		SRJB		sample		bg		NA		NA		19.48		980.4		13.1		NA				2007-2014 E.coli Data.xlsx/2009

		15-07-2009		2009		07		15		SCJB		SRJB		sample		bg		NA		NA		22.57		1732.9		15.6		NA				2007-2014 E.coli Data.xlsx/2009

		29-07-2009		2009		07		29		SCJB		SRJB		sample		bg		NA		NA		22.57		>2419.6		24.6		NA				2007-2014 E.coli Data.xlsx/2009

		05-08-2009		2009		08		05		SCJB		SRJB		sample		bg		NA		NA		23.08		>2419.6		112.4		NA				2007-2014 E.coli Data.xlsx/2009

		12-08-2009		2009		08		12		SCJB		SRJB		sample		bg		NA		NA		18.38		>2419.6		26.5		NA				2007-2014 E.coli Data.xlsx/2009

		19-08-2009		2009		08		19		SCJB		SRJB		sample		bg		NA		NA		24.58		1732.9		11		NA				2007-2014 E.coli Data.xlsx/2009

		14-10-2009		2009		10		14		SCJB		SRJB		sample		bg		NA		NA		NA		>2419.6		61.3		NA				2007-2014 E.coli Data.xlsx/2009

		14-10-2009		2009		10		14		SCRX		SCRX		sample		bg		NA		NA		NA		>2419.6		980.4		NA				2007-2014 E.coli Data.xlsx/2009

		14-10-2009		2009		10		14		SCTG		SCTG		sample		bg		NA		NA		NA		>2419.6		166.4		NA				2007-2014 E.coli Data.xlsx/2009

		13-05-2009		2009		05		13		SHFL		SHFL		sample		bg		NA		NA		5.89		93.3		<1		NA				2007-2014 E.coli Data.xlsx/2009

		27-05-2009		2009		05		27		SHFL		SHFL		sample		bg		NA		NA		11.18		101.2		<1		NA				2007-2014 E.coli Data.xlsx/2009

		10-06-2009		2009		06		10		SHFL		SHFL		sample		bg		NA		NA		10.43		160.7		4.1		NA				2007-2014 E.coli Data.xlsx/2009

		24-06-2009		2009		06		24		SHFL		SHFL		sample		bg		NA		NA		13.66		150		1		NA				2007-2014 E.coli Data.xlsx/2009

		08-07-2009		2009		07		08		SHFL		SHFL		sample		bg		NA		NA		12.54		248.1		4.1		NA				2007-2014 E.coli Data.xlsx/2009

		21-07-2009		2009		07		21		SHFL		SHFL		sample		bg		NA		NA		16.87		488.4		12.1		NA				2007-2014 E.coli Data.xlsx/2009

		05-08-2009		2009		08		05		SHFL		SHFL		sample		bg		NA		NA		15.29		547.5		21.6		NA				2007-2014 E.coli Data.xlsx/2009

		05-08-2009		2009		08		05		SHFL		SHFL		dup		bg		NA		NA		15.29		579.4		21.3		NA				2007-2014 E.coli Data.xlsx/2009

		19-08-2009		2009		08		19		SHFL		SHFL		sample		bg		NA		NA		15.24		461.1		2		NA				2007-2014 E.coli Data.xlsx/2009

		02-09-2009		2009		09		02		SHFL		SHFL		sample		bg		NA		NA		13.56		547.5		4.1		NA				2007-2014 E.coli Data.xlsx/2009

		16-09-2009		2009		09		16		SHFL		SHFL		sample		bg		NA		NA		12.34		686.7		5.2		NA				2007-2014 E.coli Data.xlsx/2009

		30-09-2009		2009		09		30		SHFL		SHFL		sample		bg		NA		NA		7.48		1413.6		1		NA				2007-2014 E.coli Data.xlsx/2009

		14-10-2009		2009		10		14		SHFL		SHFL		sample		bg		NA		NA		8.44		>2419.6		67.7		NA				2007-2014 E.coli Data.xlsx/2009

		28-10-2009		2009		10		28		SHFL		SHFL		sample		bg		NA		NA		4.34		980.4		1		NA				2007-2014 E.coli Data.xlsx/2009

		28-10-2009		2009		10		28		SHFL		SHFL		dup		bg		NA		NA		4.34		866.4		1		NA				2007-2014 E.coli Data.xlsx/2009

		13-05-2009		2009		05		13		SHTH		SF05		sample		grazing		SHTH051309		1213		5.02		68.9		1		NA				2007-2014 E.coli Data.xlsx/2009		No DO% taken; no air temp.

		27-05-2009		2009		05		27		SHTH		SF05		sample		grazing		SHTH052709		1232		9.96		104.6		<1		NA				2007-2014 E.coli Data.xlsx/2009

		10-06-2009		2009		06		10		SHTH		SF05		sample		grazing		SHTH061009		1153		9.45		NA		NA		NA				2007-2014 E.coli Data.xlsx/2009

		10-06-2009		2009		06		10		dup		dup		dup		grazing		PTPB061009		1153		9.45		1413.6		19.9		NA				2007-2014 E.coli Data.xlsx/2009		PTPB duplicate sample taken @ SHTH

		24-06-2009		2009		06		24		SHTH		SF05		sample		grazing		SHTH062409		1244		12.01		204.6		3		NA				2007-2014 E.coli Data.xlsx/2009		rattle snake at flow site- did not take flow safety reasons

		08-07-2009		2009		07		08		SHTH		SF05		sample		grazing		SHTH070809		1217		10.87		238.2		10.8		NA				2007-2014 E.coli Data.xlsx/2009

		21-07-2009		2009		07		21		SHTH		SF05		sample		grazing		SHTH072109		1234		14.42		579.4		7.4		NA				2007-2014 E.coli Data.xlsx/2009

		05-08-2009		2009		08		05		SHTH		SF05		sample		grazing		SHTH080509		1145		13.5		579.4		6.3		NA				2007-2014 E.coli Data.xlsx/2009		DO would not stabolize- no reading taken.

		19-08-2009		2009		08		19		SHTH		SF05		sample		grazing		SHTH081909		1126		12.97		195.6		1		NA				2007-2014 E.coli Data.xlsx/2009		DO may be inaccurate dropping drastically not stabolizing on Shackleford

		02-09-2009		2009		09		02		SHTH		SF05		sample		grazing		SHTH090209		1024		11.94		461.1		1		NA				2007-2014 E.coli Data.xlsx/2009		NO SCJB sample taken, NO flow taken @ SHTH- Aqua Calc not working.

		02-09-2009		2009		09		02		dup		dup		dup		grazing		PTPB090209		1024		11.94		209.9		1		NA				2007-2014 E.coli Data.xlsx/2009		PTPB duplicate sample taken @ SHTH

		16-09-2009		2009		09		16		SHTH		SF05		sample		grazing		SHTH091609		1043		10.97		228.2		<1		NA				2007-2014 E.coli Data.xlsx/2009

		30-09-2009		2009		09		30		SHTH		SF05		sample		grazing		SHTH093009		950		7.15		167		1		NA				2007-2014 E.coli Data.xlsx/2009		rained 9/30/09

		30-09-2009		2009		09		30		dup		dup		dup		grazing		PTPB093009		1200		11.72		>2419.6		30.5		NA				2007-2014 E.coli Data.xlsx/2009

		14-10-2009		2009		10		14		SHTH		SF05		sample		grazing		SHTH101409		1233		7.35		>2419.6		218.7		NA				2007-2014 E.coli Data.xlsx/2009		a lot of cow pies near and in the water at sample site. 

		28-10-2009		2009		10		28		SHTH		SF05		sample		grazing		SHTH102809		1038		4.09		90.6		1		NA				2007-2014 E.coli Data.xlsx/2009

		02-03-2009		2009		03		02		SNCR		SNCR		sample		bg		NA		NA		6.41		1986.3		7.5		NA				2007-2014 E.coli Data.xlsx/2009

		16-03-2009		2009		03		16		SNCR		SNCR		sample		bg		NA		NA		8.79		>2419.6		88.2		NA				2007-2014 E.coli Data.xlsx/2009

		23-03-2009		2009		03		23		SNCR		SNCR		sample		bg		NA		NA		6.47		1046.2		5.2		NA				2007-2014 E.coli Data.xlsx/2009

		07-04-2009		2009		04		07		SNCR		SNCR		sample		bg		NA		NA		8.38		1119.9		17.2		NA				2007-2014 E.coli Data.xlsx/2009

		22-04-2009		2009		04		22		SNCR		SNCR		sample		bg		NA		NA		8.93		>2419		30.1		NA				2007-2014 E.coli Data.xlsx/2009

		13-05-2009		2009		05		13		SNCR		SNCR		sample		bg		NA		NA		10.5		>2419.6		67.7		NA				2007-2014 E.coli Data.xlsx/2009

		21-05-2009		2009		05		21		SNCR		SNCR		sample		bg		NA		NA		13.36		>2419.6		1203.3		NA				2007-2014 E.coli Data.xlsx/2009

		27-05-2009		2009		05		27		SNCR		SNCR		sample		bg		NA		NA		17.05		>2419.6		248.1		NA				2007-2014 E.coli Data.xlsx/2009

		10-06-2009		2009		06		10		SNCR		SNCR		sample		bg		NA		NA		15.12		1299.7		27.9		NA				2007-2014 E.coli Data.xlsx/2009

		03-06-2009		2009		06		03		SNCR		SNCR		sample		bg		NA		NA		13.45		>2419.6		145.5		NA				2007-2014 E.coli Data.xlsx/2009

		17-06-2009		2009		06		17		SNCR		SNCR		sample		bg		NA		NA		16.5		NA		275.5		NA				2007-2014 E.coli Data.xlsx/2009

		24-06-2009		2009		06		24		SNCR		SNCR		sample		bg		NA		NA		18.13		>2419.6		727		NA				2007-2014 E.coli Data.xlsx/2009

		01-07-2009		2009		07		01		SNCR		SNCR		sample		bg		NA		NA		13.89		>2419.6		517.2		NA				2007-2014 E.coli Data.xlsx/2009

		08-07-2009		2009		07		08		SNCR		SNCR		sample		bg		NA		NA		17.25		>2419.6		290.9		NA				2007-2014 E.coli Data.xlsx/2009

		15-07-2009		2009		07		15		SNCR		SNCR		sample		bg		NA		NA		14.91		>2419.6		130.9		NA				2007-2014 E.coli Data.xlsx/2009

		21-07-2009		2009		07		21		SNCR		SNCR		sample		bg		NA		NA		19.31		>2419.6		980.4		NA				2007-2014 E.coli Data.xlsx/2009

		29-07-2009		2009		07		29		SNCR		SNCR		sample		bg		NA		NA		16.92		>2419.6		866.4		NA				2007-2014 E.coli Data.xlsx/2009

		05-08-2009		2009		08		05		SNCR		SNCR		sample		bg		NA		NA		18.19		>2419.6		613.1		NA				2007-2014 E.coli Data.xlsx/2009

		12-08-2009		2009		08		12		SNCR		SNCR		sample		bg		NA		NA		13.51		<2419.6		185		NA				2007-2014 E.coli Data.xlsx/2009

		19-08-2009		2009		08		19		SNCR		SNCR		sample		bg		NA		NA		18.34		>2419.6		579.4		NA				2007-2014 E.coli Data.xlsx/2009

		02-09-2009		2009		09		02		SNCR		SNCR		sample		bg		NA		NA		16.31		1732.9		16.1		NA				2007-2014 E.coli Data.xlsx/2009

		16-09-2009		2009		09		16		SNCR		SNCR		sample		bg		NA		NA		14.34		>2419.6		77.1		NA				2007-2014 E.coli Data.xlsx/2009

		16-09-2009		2009		09		16		SNCR		SNCR		dup		bg		NA		NA		14.34		NA		NA		NA				2007-2014 E.coli Data.xlsx/2009

		14-10-2009		2009		10		14		SNCR		SNCR		sample		bg		NA		NA		11.22		2419.6		50.4		NA				2007-2014 E.coli Data.xlsx/2009

		06-01-2009		2009		01		06		SRES		SRES		sample		bg		NA		NA		4.05		117.8		2.0		NA				2007-2014 E.coli Data.xlsx/2009

		21-01-2009		2009		01		21		SRES		SRES		sample		bg		NA		NA		2.46		55.7		<1		NA				2007-2014 E.coli Data.xlsx/2009

		04-02-2009		2009		02		04		SRES		SRES		sample		bg		NA		NA		3.93		96		<1		NA				2007-2014 E.coli Data.xlsx/2009

		17-02-2009		2009		02		17		SRES		SRES		sample		bg		NA		NA		3.18		42		<1		NA				2007-2014 E.coli Data.xlsx/2009

		02-03-2009		2009		03		02		SRES		SRES		sample		bg		NA		NA		4.72		461.1		1.0		NA				2007-2014 E.coli Data.xlsx/2009

		16-03-2009		2009		03		16		SRES		SRES		sample		bg		NA		NA		5.76		1299.7		6.1		NA				2007-2014 E.coli Data.xlsx/2009

		22-04-2009		2009		04		22		SRES		SRES		sample		bg		NA		NA		5.56		387.3		4.1		NA				2007-2014 E.coli Data.xlsx/2009

		13-05-2009		2009		05		13		SRES		SRES		sample		bg		NA		NA		6.5		72.8		<1		NA				2007-2014 E.coli Data.xlsx/2009

		27-05-2009		2009		05		27		SRES		SRES		sample		bg		NA		NA		13.17		129.6		1		NA				2007-2014 E.coli Data.xlsx/2009

		27-05-2009		2009		05		27		SRES		SRES		sample		bg		NA		NA		13.17		131.4		1		NA				2007-2014 E.coli Data.xlsx/2009

		10-06-2009		2009		06		10		SRES		SRES		sample		bg		NA		NA		13.49		137.6		1		NA				2007-2014 E.coli Data.xlsx/2009

		24-06-2009		2009		06		24		SRES		SRES		sample		bg		NA		NA		19.42		209.8		17.3		NA				2007-2014 E.coli Data.xlsx/2009

		06-01-2009		2009		01		06		SRGA		SRGA		sample		bg		NA		NA		6.10		547.5		3.0		NA				2007-2014 E.coli Data.xlsx/2009

		21-01-2009		2009		01		21		SRGA		SRGA		sample		bg		NA		NA		3.96		461.1		19.9		NA				2007-2014 E.coli Data.xlsx/2009

		04-02-2009		2009		02		04		SRGA		SRGA		sample		bg		NA		NA		5.81		686.7		2.0		NA				2007-2014 E.coli Data.xlsx/2009

		02-03-2009		2009		03		02		SRGA		SRGA		sample		bg		NA		NA		5.50		>2419.6		139.1		NA				2007-2014 E.coli Data.xlsx/2009

		23-03-2009		2009		03		23		SRGA		SRGA		sample		bg		NA		NA		6.98		478.6		1.0		NA				2007-2014 E.coli Data.xlsx/2009

		07-04-2009		2009		04		07		SRGA		SRGA		sample		bg		NA		NA		10.99		2419.6		3.1		NA				2007-2014 E.coli Data.xlsx/2009

		22-04-2009		2009		04		22		SRGA		SRGA		sample		bg		NA		NA		9.30		>2419		1986.3		NA				2007-2014 E.coli Data.xlsx/2009

		13-05-2009		2009		05		13		SRGA		SRGA		sample		bg		NA		NA		10.58		>2419.7		59.4		NA				2007-2014 E.coli Data.xlsx/2009

		21-05-2009		2009		05		21		SRGA		SRGA		sample		bg		NA		NA		13.48		1203.3		36.9		NA				2007-2014 E.coli Data.xlsx/2009

		27-05-2009		2009		05		27		SRGA		SRGA		sample		bg		NA		NA		16.9		195.6		29.1		NA				2007-2014 E.coli Data.xlsx/2009

		10-06-2009		2009		06		10		SRGA		SRGA		sample		bg		NA		NA		16.03		>2419.6		770.1		NA				2007-2014 E.coli Data.xlsx/2009

		03-06-2009		2009		06		03		SRGA		SRGA		sample		bg		NA		NA		14.98		2419.6		90.5		NA				2007-2014 E.coli Data.xlsx/2009

		03-06-2009		2009		06		03		SRGA		SRGA		dup		bg		NA		NA		14.98		1986.3		129.6		NA				2007-2014 E.coli Data.xlsx/2009		labeled sample as dup in data analysis process

		17-06-2009		2009		06		17		SRGA		SRGA		sample		bg		NA		NA		19.82		NA		89		NA				2007-2014 E.coli Data.xlsx/2009

		24-06-2009		2009		06		24		SRGA		SRGA		sample		bg		NA		NA		21.73		920.8		10.9		NA				2007-2014 E.coli Data.xlsx/2009

		01-07-2009		2009		07		01		SRGA		SRGA		sample		bg		NA		NA		19.46		1732.9		21.3		NA				2007-2014 E.coli Data.xlsx/2009

		08-07-2009		2009		07		08		SRGA		SRGA		sample		bg		NA		NA		20.79		1119.9		16.7		NA				2007-2014 E.coli Data.xlsx/2009

		15-07-2009		2009		07		15		SRGA		SRGA		sample		bg		NA		NA		21.38		1203.3		38.4		NA				2007-2014 E.coli Data.xlsx/2009

		15-07-2009		2009		07		15		SRGA		SRGA		dup		bg		NA		NA		21.38		1046.2		30.1		NA				2007-2014 E.coli Data.xlsx/2009		labeled sample as dup in data analysis process

		21-07-2009		2009		07		21		SRGA		SRGA		sample		bg		NA		NA		25.45		1553.1		28.8		NA				2007-2014 E.coli Data.xlsx/2009

		29-07-2009		2009		07		29		SRGA		SRGA		sample		bg		NA		NA		17.6		2419.6		248.1		NA				2007-2014 E.coli Data.xlsx/2009

		05-08-2009		2009		08		05		SRGA		SRGA		sample		bg		NA		NA		23.22		>2419.6		8.4		NA				2007-2014 E.coli Data.xlsx/2009

		12-08-2009		2009		08		12		SRGA		SRGA		sample		bg		NA		NA		15.08		1732.9		54.8		NA				2007-2014 E.coli Data.xlsx/2009

		12-08-2009		2009		08		12		SRGA		SRGA		dup		bg		NA		NA		15.08		>2419.6		60.9		NA				2007-2014 E.coli Data.xlsx/2009		labeled sample as dup in data analysis process

		12-08-2009		2009		08		12		SRGA		SRGA		dup		bg		NA		NA		15.08		>2419.6		66.3		NA				2007-2014 E.coli Data.xlsx/2009		labeled sample as dup in data analysis process

		12-08-2009		2009		08		12		SRGA		SRGA		dup		bg		NA		NA		15.08		>2419.6		73.3		NA				2007-2014 E.coli Data.xlsx/2009		labeled sample as dup in data analysis process

		19-08-2009		2009		08		19		SRGA		SRGA		sample		bg		NA		NA		24.64		>2419.6		7.4		NA				2007-2014 E.coli Data.xlsx/2009

		02-09-2009		2009		09		02		SRGA		SRGA		sample		bg		NA		NA		20.86		1986.3		7.4		NA				2007-2014 E.coli Data.xlsx/2009

		16-09-2009		2009		09		16		SRGA		SRGA		sample		bg		NA		NA		18.31		2419.6		12		NA				2007-2014 E.coli Data.xlsx/2009

		30-09-2009		2009		09		30		SRGA		SRGA		sample		bg		NA		NA		11.72		>2419.6		27.9		NA				2007-2014 E.coli Data.xlsx/2009

		14-10-2009		2009		10		14		SRGA		SRGA		sample		bg		NA		NA		13.18		>2419.6		51.2		NA				2007-2014 E.coli Data.xlsx/2009

		28-10-2009		2009		10		28		SRGA		SRGA		sample		bg		NA		NA		9.13		2419.6		8.4		NA				2007-2014 E.coli Data.xlsx/2009

		09-12-2009		2009		12		09		SRGA		SRGA		sample		bg		NA		NA		2.26		866.4		29.3		NA				2007-2014 E.coli Data.xlsx/2009

		17-02-2009		2009		02		17		SRGA		SRGA		sample		bg		NA		NA		6.36		686.7		1.0		NA				2007-2014 E.coli Data.xlsx/2009

		16-03-2009		2009		03		16		SRGA		SRGA		sample		bg		NA		NA		8.48		1986.3		47.1		NA				2007-2014 E.coli Data.xlsx/2009

		29-04-2009		2009		04		29		SRGA		SRGA		sample		bg		NA		NA		11.92		435.2		1		NA				2007-2014 E.coli Data.xlsx/2009

		06-05-2009		2009		05		06		SRGA		SRGA		sample		bg		NA		NA		8.93		517.2		517.2		NA				2007-2014 E.coli Data.xlsx/2009

		06-05-2009		2009		05		06		SRGA		SRGA		dup		bg		NA		NA		8.93		275.5		275.5		NA				2007-2014 E.coli Data.xlsx/2009		labeled sample as dup in data analysis process

		10-06-2008		2008		06		10		SHTH		SF05		sample		grazing		NA		NA		4.84		NA		3.1		NA				2007-2014 E.coli Data.xlsx/2008

		25-06-2008		2008		06		25		SHTH		SF05		sample		grazing		NA		NA		10.67		NA		<1		NA				2007-2014 E.coli Data.xlsx/2008

		08-07-2008		2008		07		08		SHTH		SF05		sample		grazing		NA		NA		12.13		NA		8.6		NA				2007-2014 E.coli Data.xlsx/2008

		23-07-2008		2008		07		23		SHTH		SF05		sample		grazing		SHTH072308		1142		12.39		NA		8.4		NA				2007-2014 E.coli Data.xlsx/2008

		06-08-2008		2008		08		06		SHTH		SF05		sample		grazing		SHTH080608		1206		14.11		NA		3.1		NA				2007-2014 E.coli Data.xlsx/2008

		20-08-2008		2008		08		20		SHTH		SF05		sample		grazing		SHTH082008		959		12.16		NA		1.0		NA				2007-2014 E.coli Data.xlsx/2008

		03-09-2008		2008		09		03		SHTH		SF05		sample		grazing		SHTH090308		1125		9.23		NA		<1		NA				2007-2014 E.coli Data.xlsx/2008

		17-09-2008		2008		09		17		SHTH		SF05		sample		grazing		SHTH091708		933		10.21		NA		3.1		NA				2007-2014 E.coli Data.xlsx/2008

		01-10-2008		2008		10		01		SHTH		SF05		sample		grazing		SHTH100108		853		9.63		NA		6.3		NA				2007-2014 E.coli Data.xlsx/2008

		15-10-2008		2008		10		15		SHTH		SF05		sample		grazing		SHTH101508		950		5.26		NA		<1		NA				2007-2014 E.coli Data.xlsx/2008

		29-10-2008		2008		10		29		SHTH		SF05		sample		grazing		SHTH102908		1118		5.73		NA		<1		NA				2007-2014 E.coli Data.xlsx/2008

		10-06-2008		2008		06		10		SHFL		SHFL		sample		bg		NA		NA		6.31		NA		<1		NA				2007-2014 E.coli Data.xlsx/2008

		25-06-2008		2008		06		25		SHFL		SHFL		sample		bg		NA		NA		12.39		NA		<1		NA				2007-2014 E.coli Data.xlsx/2008

		08-07-2008		2008		07		08		SHFL		SHFL		sample		bg		NA		NA		13.81		NA		4.1		NA				2007-2014 E.coli Data.xlsx/2008

		23-07-2008		2008		07		23		SHFL		SHFL		sample		bg		NA		NA		14.40		NA		2.0		NA				2007-2014 E.coli Data.xlsx/2008

		06-08-2008		2008		08		06		SHFL		SHFL		sample		bg		NA		NA		16.50		NA		6.3		NA				2007-2014 E.coli Data.xlsx/2008

		20-08-2008		2008		08		20		SHFL		SHFL		sample		bg		NA		NA		14.21		NA		2.0		NA				2007-2014 E.coli Data.xlsx/2008

		03-09-2008		2008		09		03		SHFL		SHFL		sample		bg		NA		NA		10.61		NA		<1		NA				2007-2014 E.coli Data.xlsx/2008

		17-09-2008		2008		09		17		SHFL		SHFL		sample		bg		NA		NA		11.99		NA		5.2		NA				2007-2014 E.coli Data.xlsx/2008

		01-10-2008		2008		10		01		SHFL		SHFL		sample		bg		NA		NA		10.64		NA		2.0		NA				2007-2014 E.coli Data.xlsx/2008

		15-10-2008		2008		10		15		SHFL		SHFL		sample		bg		NA		NA		5.80		NA		2.0		NA				2007-2014 E.coli Data.xlsx/2008

		29-10-2008		2008		10		29		SHFL		SHFL		sample		bg		NA		NA		6.46		NA		<1		NA				2007-2014 E.coli Data.xlsx/2008

		10-06-2008		2008		06		10		SRES		SRES		sample		bg		NA		NA		8.55		NA		2.0		NA				2007-2014 E.coli Data.xlsx/2008

		25-06-2008		2008		06		25		SRES		SRES		sample		bg		NA		NA		14.58		NA		5.2		NA				2007-2014 E.coli Data.xlsx/2008

		09-07-2008		2008		07		09		SRES		SRES		sample		bg		NA		NA		17.03		NA		14.6		NA				2007-2014 E.coli Data.xlsx/2008

		23-07-2008		2008		07		23		SRES		SRES		sample		bg		NA		NA		22.54		NA		2.0		NA				2007-2014 E.coli Data.xlsx/2008

		10-06-2008		2008		06		10		SRGA		SRGA		sample		bg		NA		NA		15.37		NA		77.6		NA				2007-2014 E.coli Data.xlsx/2008

		25-06-2008		2008		06		25		SRGA		SRGA		sample		bg		NA		NA		21.11		NA		22.1		NA				2007-2014 E.coli Data.xlsx/2008

		09-07-2008		2008		07		09		SRGA		SRGA		sample		bg		NA		NA		20.88		NA		64.6		NA				2007-2014 E.coli Data.xlsx/2008

		23-07-2008		2008		07		23		SRGA		SRGA		sample		bg		NA		NA		23.00		NA		45.2		NA				2007-2014 E.coli Data.xlsx/2008

		06-08-2008		2008		08		06		SRGA		SRGA		sample		bg		NA		NA		24.28		NA		10.8		NA				2007-2014 E.coli Data.xlsx/2008

		20-08-2008		2008		08		20		SRGA		SRGA		sample		bg		NA		NA		17.86		NA		35.0		NA				2007-2014 E.coli Data.xlsx/2008

		03-09-2008		2008		09		03		SRGA		SRGA		sample		bg		NA		NA		17.95		NA		10.9		NA				2007-2014 E.coli Data.xlsx/2008

		17-09-2008		2008		09		17		SRGA		SRGA		sample		bg		NA		NA		15.71		NA		18.7		NA				2007-2014 E.coli Data.xlsx/2008

		01-10-2008		2008		10		01		SRGA		SRGA		sample		bg		NA		NA		15.52		NA		21.8		NA				2007-2014 E.coli Data.xlsx/2008

		15-10-2008		2008		10		15		SRGA		SRGA		sample		bg		NA		NA		11.33		NA		23.1		NA				2007-2014 E.coli Data.xlsx/2008

		29-10-2008		2008		10		29		SRGA		SRGA		sample		bg		NA		NA		10.58		NA		1.0		NA				2007-2014 E.coli Data.xlsx/2008

		10-06-2008		2008		06		10		SHML		MICR		sample		bg		NA		NA		8.89		NA		<1		NA				2007-2014 E.coli Data.xlsx/2008

		25-06-2008		2008		06		25		SHML		MICR		sample		bg		NA		NA		12.99		NA		8.6		NA				2007-2014 E.coli Data.xlsx/2008

		09-07-2008		2008		07		09		SHML		MICR		sample		bg		NA		NA		14.15		NA		3.1		NA				2007-2014 E.coli Data.xlsx/2008

		23-07-2008		2008		07		23		SHML		MICR		sample		bg		NA		NA		15.96		NA		5.2		NA				2007-2014 E.coli Data.xlsx/2008

		06-08-2008		2008		08		06		SHML		MICR		sample		bg		NA		NA		16.58		NA		9.8		NA				2007-2014 E.coli Data.xlsx/2008

		20-08-2008		2008		08		20		SHML		MICR		sample		bg		NA		NA		14.67		NA		9.6		NA				2007-2014 E.coli Data.xlsx/2008

		03-09-2008		2008		09		03		SHML		MICR		sample		bg		NA		NA		12.36		NA		1.0		NA				2007-2014 E.coli Data.xlsx/2008

		17-09-2008		2008		09		17		SHML		MICR		sample		bg		NA		NA		12.42		NA		41.0		NA				2007-2014 E.coli Data.xlsx/2008

		01-10-2008		2008		10		01		SHML		MICR		sample		bg		NA		NA		11.44		NA		133.4		NA				2007-2014 E.coli Data.xlsx/2008

		15-10-2008		2008		10		15		SHML		MICR		sample		bg		NA		NA		8.01		NA		<1		NA				2007-2014 E.coli Data.xlsx/2008

		29-10-2008		2008		10		29		SHML		MICR		sample		bg		NA		NA		7.88		NA		1.0		NA				2007-2014 E.coli Data.xlsx/2008

		10-06-2008		2008		06		10		CHTH		CHTH		sample		bg		NA		NA		12.69		NA		45.0		NA				2007-2014 E.coli Data.xlsx/2008

		25-06-2008		2008		06		25		CHTH		CHTH		sample		bg		NA		NA		16.66		NA		51.2		NA				2007-2014 E.coli Data.xlsx/2008

		09-07-2008		2008		07		09		CHTH		CHTH		sample		bg		NA		NA		17.25		NA		135.4		NA				2007-2014 E.coli Data.xlsx/2008

		23-07-2008		2008		07		23		CHTH		CHTH		sample		bg		NA		NA		18.60		NA		83.6		NA				2007-2014 E.coli Data.xlsx/2008

		06-08-2008		2008		08		06		CHTH		CHTH		sample		bg		NA		NA		19.53		NA		151.5		NA				2007-2014 E.coli Data.xlsx/2008

		20-08-2008		2008		08		20		CHTH		CHTH		sample		bg		NA		NA		16.24		NA		185.0		NA				2007-2014 E.coli Data.xlsx/2008

		03-09-2008		2008		09		03		CHTH		CHTH		sample		bg		NA		NA		16.96		NA		85.7		NA				2007-2014 E.coli Data.xlsx/2008

		17-09-2008		2008		09		17		CHTH		CHTH		sample		bg		NA		NA		15.14		NA		30.1		NA				2007-2014 E.coli Data.xlsx/2008

		01-10-2008		2008		10		01		CHTH		CHTH		sample		bg		NA		NA		13.97		NA		35.5		NA				2007-2014 E.coli Data.xlsx/2008

		15-10-2008		2008		10		15		CHTH		CHTH		sample		bg		NA		NA		12.50		NA		11.0		NA				2007-2014 E.coli Data.xlsx/2008

		29-10-2008		2008		10		29		CHTH		CHTH		sample		bg		NA		NA		11.95		NA		17.5		NA				2007-2014 E.coli Data.xlsx/2008

		30-05-2007		2007		05		30		SRGA		SRGA		sample		bg		NA		NA		NA		NA		34.1		NA				2007-2014 E.coli Data.xlsx/2007

		13-06-2007		2007		06		13		SRGA		SRGA		sample		bg		NA		NA		NA		NA		4.1		NA				2007-2014 E.coli Data.xlsx/2007

		27-06-2007		2007		06		27		SRGA		SRGA		sample		bg		NA		NA		NA		NA		84.2		NA				2007-2014 E.coli Data.xlsx/2007

		11-07-2007		2007		07		11		SRGA		SRGA		sample		bg		NA		NA		NA		NA		435.2		NA				2007-2014 E.coli Data.xlsx/2007

		25-07-2007		2007		07		25		SRGA		SRGA		sample		bg		NA		NA		NA		NA		83.6		NA				2007-2014 E.coli Data.xlsx/2007

		08-08-2007		2007		08		08		SRGA		SRGA		sample		bg		NA		NA		NA		NA		41.4		NA				2007-2014 E.coli Data.xlsx/2007

		20-08-2007		2007		08		20		SRGA		SRGA		sample		bg		NA		NA		NA		NA		26.9		NA				2007-2014 E.coli Data.xlsx/2007

		05-09-2007		2007		09		05		SRGA		SRGA		sample		bg		NA		NA		NA		NA		21.3		NA				2007-2014 E.coli Data.xlsx/2007

		19-09-2007		2007		09		19		SRGA		SRGA		sample		bg		NA		NA		NA		NA		15.8		NA				2007-2014 E.coli Data.xlsx/2007

		02-10-2007		2007		10		02		SRGA		SRGA		sample		bg		NA		NA		NA		NA		19.9		NA				2007-2014 E.coli Data.xlsx/2007

		29-05-2007		2007		05		30		CAMI		SF16		sample		grazing		NA		NA		NA		NA		0		NA				2007-2014 E.coli Data.xlsx/2007

		12-06-2007		2007		06		13		CAMI		SF16		sample		grazing		NA		NA		NA		NA		2		NA				2007-2014 E.coli Data.xlsx/2007

		26-06-2007		2007		06		27		CAMI		SF16		sample		grazing		NA		NA		NA		NA		<1		NA				2007-2014 E.coli Data.xlsx/2007

		10-07-2007		2007		07		11		CAMI		SF16		sample		grazing		NA		NA		NA		NA		156.5		NA				2007-2014 E.coli Data.xlsx/2007

		24-07-2007		2007		07		25		CAMI		SF16		sample		grazing		NA		NA		NA		NA		4.1		NA				2007-2014 E.coli Data.xlsx/2007

		07-08-2007		2007		08		08		CAMI		SF16		sample		grazing		NA		NA		NA		NA		178.5		NA				2007-2014 E.coli Data.xlsx/2007

		19-08-2007		2007		08		20		CAMI		SF16		sample		grazing		NA		NA		NA		NA		68.3		NA				2007-2014 E.coli Data.xlsx/2007

		04-09-2007		2007		09		05		CAMI		SF16		sample		grazing		NA		NA		NA		NA		NA		NA				2007-2014 E.coli Data.xlsx/2007

		18-09-2007		2007		09		19		CAMI		SF16		sample		grazing		NA		NA		NA		NA		NA		NA				2007-2014 E.coli Data.xlsx/2007

		01-10-2007		2007		10		02		CAMI		SF16		sample		grazing		NA		NA		NA		NA		172.5		NA				2007-2014 E.coli Data.xlsx/2007

		30-05-2007		2007		05		30		CAMO		SF09		sample		grazing		NA		NA		NA		NA		0		NA				2007-2014 E.coli Data.xlsx/2007

		13-06-2007		2007		06		13		CAMO		SF09		sample		grazing		NA		NA		NA		NA		<1		NA				2007-2014 E.coli Data.xlsx/2007

		27-06-2007		2007		06		27		CAMO		SF09		sample		grazing		NA		NA		NA		NA		2		NA				2007-2014 E.coli Data.xlsx/2007

		11-07-2007		2007		07		11		CAMO		SF09		sample		grazing		NA		NA		NA		NA		19.7		NA				2007-2014 E.coli Data.xlsx/2007

		25-07-2007		2007		07		25		CAMO		SF09		sample		grazing		NA		NA		NA		NA		7.5		NA				2007-2014 E.coli Data.xlsx/2007

		08-08-2007		2007		08		08		CAMO		SF09		sample		grazing		NA		NA		NA		NA		17.3		NA				2007-2014 E.coli Data.xlsx/2007

		20-08-2007		2007		08		20		CAMO		SF09		sample		grazing		NA		NA		NA		NA		84.2		NA				2007-2014 E.coli Data.xlsx/2007

		05-09-2007		2007		09		05		CAMO		SF09		sample		grazing		NA		NA		NA		NA		14.1		NA				2007-2014 E.coli Data.xlsx/2007

		19-09-2007		2007		09		19		CAMO		SF09		sample		grazing		NA		NA		NA		NA		4.1		NA				2007-2014 E.coli Data.xlsx/2007

		02-10-2007		2007		10		02		CAMO		SF09		sample		grazing		NA		NA		NA		NA		5.2		NA				2007-2014 E.coli Data.xlsx/2007

		29-05-2007		2007		05		30		SUCC		SF08		sample		grazing		NA		NA		NA		NA		1		NA				2007-2014 E.coli Data.xlsx/2007

		12-06-2007		2007		06		13		SUCC		SF08		sample		grazing		NA		NA		NA		NA		1		NA				2007-2014 E.coli Data.xlsx/2007

		26-06-2007		2007		06		27		SUCC		SF08		sample		grazing		NA		NA		NA		NA		9.6		NA				2007-2014 E.coli Data.xlsx/2007

		10-07-2007		2007		07		11		SUCC		SF08		sample		grazing		NA		NA		NA		NA		68.3		NA				2007-2014 E.coli Data.xlsx/2007

		24-07-2007		2007		07		25		SUCC		SF08		sample		grazing		NA		NA		NA		NA		41.7		NA				2007-2014 E.coli Data.xlsx/2007

		07-08-2007		2007		08		08		SUCC		SF08		sample		grazing		NA		NA		NA		NA		64.4		NA				2007-2014 E.coli Data.xlsx/2007

		19-08-2007		2007		08		20		SUCC		SF08		sample		grazing		NA		NA		NA		NA		7.3		NA				2007-2014 E.coli Data.xlsx/2007

		04-09-2007		2007		09		05		SUCC		SF08		sample		grazing		NA		NA		NA		NA		3.1		NA				2007-2014 E.coli Data.xlsx/2007

		18-09-2007		2007		09		19		SUCC		SF08		sample		grazing		NA		NA		NA		NA		2		NA				2007-2014 E.coli Data.xlsx/2007

		01-10-2007		2007		10		02		SUCC		SF08		sample		grazing		NA		NA		NA		NA		83.6		NA				2007-2014 E.coli Data.xlsx/2007

		30-05-2007		2007		05		30		SHTH		SF05		sample		grazing		NA		NA		NA		NA		4.1		NA				2007-2014 E.coli Data.xlsx/2007

		13-06-2007		2007		06		13		SHTH		SF05		sample		grazing		NA		NA		NA		NA		<1		NA				2007-2014 E.coli Data.xlsx/2007

		26-06-2007		2007		06		27		SHTH		SF05		sample		grazing		NA		NA		NA		NA		8.5		NA				2007-2014 E.coli Data.xlsx/2007

		10-07-2007		2007		07		11		SHTH		SF05		sample		grazing		NA		NA		NA		NA		5.2		NA				2007-2014 E.coli Data.xlsx/2007

		24-07-2007		2007		07		25		SHTH		SF05		sample		grazing		NA		NA		NA		NA		<1		NA				2007-2014 E.coli Data.xlsx/2007

		07-08-2007		2007		08		08		SHTH		SF05		sample		grazing		NA		NA		NA		NA		<1		NA				2007-2014 E.coli Data.xlsx/2007

		19-08-2007		2007		08		20		SHTH		SF05		sample		grazing		NA		NA		NA		NA		5.2		NA				2007-2014 E.coli Data.xlsx/2007

		04-09-2007		2007		09		05		SHTH		SF05		sample		grazing		NA		NA		NA		NA		10.8		NA				2007-2014 E.coli Data.xlsx/2007

		18-09-2007		2007		09		19		SHTH		SF05		sample		grazing		NA		NA		NA		NA		NA		NA				2007-2014 E.coli Data.xlsx/2007

		01-10-2007		2007		10		02		SHTH		SF05		sample		grazing		NA		NA		NA		NA		3		NA				2007-2014 E.coli Data.xlsx/2007

		30-05-2007		2007		05		30		SHFL		SHFL		sample		bg		NA		NA		NA		NA		2		NA				2007-2014 E.coli Data.xlsx/2007

		13-06-2007		2007		06		13		SHFL		SHFL		sample		bg		NA		NA		NA		NA		1		NA				2007-2014 E.coli Data.xlsx/2007

		27-06-2007		2007		06		27		SHFL		SHFL		sample		bg		NA		NA		NA		NA		5.2		NA				2007-2014 E.coli Data.xlsx/2007

		11-07-2007		2007		07		11		SHFL		SHFL		sample		bg		NA		NA		NA		NA		12.2		NA				2007-2014 E.coli Data.xlsx/2007

		25-07-2007		2007		07		25		SHFL		SHFL		sample		bg		NA		NA		NA		NA		2		NA				2007-2014 E.coli Data.xlsx/2007

		08-08-2007		2007		08		08		SHFL		SHFL		sample		bg		NA		NA		NA		NA		12.1		NA				2007-2014 E.coli Data.xlsx/2007

		20-08-2007		2007		08		20		SHFL		SHFL		sample		bg		NA		NA		NA		NA		1		NA				2007-2014 E.coli Data.xlsx/2007

		05-09-2007		2007		09		05		SHFL		SHFL		sample		bg		NA		NA		NA		NA		1		NA				2007-2014 E.coli Data.xlsx/2007

		19-09-2007		2007		09		19		SHFL		SHFL		sample		bg		NA		NA		NA		NA		<1		NA				2007-2014 E.coli Data.xlsx/2007

		02-10-2007		2007		10		02		SHFL		SHFL		sample		bg		NA		NA		NA		NA		3		NA				2007-2014 E.coli Data.xlsx/2007

		30-05-2007		2007		05		30		SRES		SRES		sample		bg		NA		NA		NA		NA		2		NA				2007-2014 E.coli Data.xlsx/2007

		13-06-2007		2007		06		13		SRES		SRES		sample		bg		NA		NA		NA		NA		<1		NA				2007-2014 E.coli Data.xlsx/2007

		27-06-2007		2007		06		27		SRES		SRES		sample		bg		NA		NA		NA		NA		7.5		NA				2007-2014 E.coli Data.xlsx/2007

		11-07-2007		2007		07		11		SRES		SRES		sample		bg		NA		NA		NA		NA		NA		NA				2007-2014 E.coli Data.xlsx/2007

		25-07-2007		2007		07		25		SRES		SRES		sample		bg		NA		NA		NA		NA		NA		NA				2007-2014 E.coli Data.xlsx/2007

		08-08-2007		2007		08		08		SRES		SRES		sample		bg		NA		NA		NA		NA		NA		NA				2007-2014 E.coli Data.xlsx/2007

		20-08-2007		2007		08		20		SRES		SRES		sample		bg		NA		NA		NA		NA		NA		NA				2007-2014 E.coli Data.xlsx/2007

		05-09-2007		2007		09		05		SRES		SRES		sample		bg		NA		NA		NA		NA		NA		NA				2007-2014 E.coli Data.xlsx/2007

		19-09-2007		2007		09		19		SRES		SRES		sample		bg		NA		NA		NA		NA		NA		NA				2007-2014 E.coli Data.xlsx/2007

		02-10-2007		2007		10		02		SRES		SRES		sample		bg		NA		NA		NA		NA		NA		NA				2007-2014 E.coli Data.xlsx/2007

		30-05-2007		2007		05		30		CHTH		CHTH		sample		bg		NA		NA		NA		NA		19.9		NA				2007-2014 E.coli Data.xlsx/2007

		13-06-2007		2007		06		13		CHTH		CHTH		sample		bg		NA		NA		NA		NA		228.2		NA				2007-2014 E.coli Data.xlsx/2007

		27-06-2007		2007		06		27		CHTH		CHTH		sample		bg		NA		NA		NA		NA		145		NA				2007-2014 E.coli Data.xlsx/2007

		11-07-2007		2007		07		11		CHTH		CHTH		sample		bg		NA		NA		NA		NA		204.6		NA				2007-2014 E.coli Data.xlsx/2007

		25-07-2007		2007		07		25		CHTH		CHTH		sample		bg		NA		NA		NA		NA		48.7		NA				2007-2014 E.coli Data.xlsx/2007

		08-08-2007		2007		08		08		CHTH		CHTH		sample		bg		NA		NA		NA		NA		43.2		NA				2007-2014 E.coli Data.xlsx/2007

		20-08-2007		2007		08		20		CHTH		CHTH		sample		bg		NA		NA		NA		NA		12.2		NA				2007-2014 E.coli Data.xlsx/2007

		05-09-2007		2007		09		05		CHTH		CHTH		sample		bg		NA		NA		NA		NA		12.2		NA				2007-2014 E.coli Data.xlsx/2007

		19-09-2007		2007		09		19		CHTH		CHTH		sample		bg		NA		NA		NA		NA		10.9		NA				2007-2014 E.coli Data.xlsx/2007

		02-10-2007		2007		10		02		CHTH		CHTH		sample		bg		NA		NA		NA		NA		15.6		NA				2007-2014 E.coli Data.xlsx/2007

		28-08-2012		2012		08		28		KI01		KI01		sample		ungrazed		KI01082812		1215		13.8		866.4		3		NA		JB, AC		USFS_Grazing_Results_2012_11.xlsx/Site		No C, R, S use

		04-09-2012		2012		09		04		KI01		KI01		sample		ungrazed		KI01090412		1137		12.9		613.1		2		NA		JB, AC		USFS_Grazing_Results_2012_11.xlsx/Site		No C, R, S use

		11-09-2012		2012		09		11		KI01		KI01		sample		ungrazed		KI01091112		1302		11.9		325.5		3.1		NA		JB		USFS_Grazing_Results_2012_11.xlsx/Site		No C, R, S use

		18-09-2012		2012		09		18		KI01		KI01		sample		ungrazed		KI01091812		1323		12		328.2		1		NA		JB, VB		USFS_Grazing_Results_2012_11.xlsx/Site		No C, R, S use

		25-09-2012		2012		09		25		KI01		KI01		sample		ungrazed		KI01092512		1212		NA		344.8		<1		NA		JB, AC		USFS_Grazing_Results_2012_11.xlsx/Site		Low flow; No C, R, S; Thermometer broken

		28-08-2012		2012		08		28		KI02		KI02		sample		ungrazed		KI02082812		1108		11.2		193.5		2		NA		JB, AC		USFS_Grazing_Results_2012_11.xlsx/Site		No C, R, S use

		04-09-2012		2012		09		04		KI02		KI02		sample		ungrazed		KI02090412		1027		10.9		90.6		1		NA		JB, AC		USFS_Grazing_Results_2012_11.xlsx/Site		No C, R, S use

		11-09-2012		2012		09		11		KI02		KI02		sample		ungrazed		KI02091112		1200		10		115.3		<1		NA		JB		USFS_Grazing_Results_2012_11.xlsx/Site		No C, R, S use

		18-09-2012		2012		09		18		KI02		KI02		sample		ungrazed		KI02091812		1205		10.3		37.9		<1		NA		JB, VB		USFS_Grazing_Results_2012_11.xlsx/Site		No C, R, S use

		25-09-2012		2012		09		25		KI02		KI02		sample		ungrazed		KI02092512		1102		9.5		74.9		<1		NA		JB, AC		USFS_Grazing_Results_2012_11.xlsx/Site		Low flow; No C, R, S

		28-08-2012		2012		08		28		KI03		KI03		sample		ungrazed		KI03082812		1039		10.2		325.5		20.1		NA		JB, AC		USFS_Grazing_Results_2012_11.xlsx/Site		No C; R, S use low

		04-09-2012		2012		09		04		KI03		KI03		sample		ungrazed		KI03090412		946		10.7		325.5		23.3		NA		JB, AC		USFS_Grazing_Results_2012_11.xlsx/Site		No C, R, S use

		11-09-2012		2012		09		11		KI03		KI03		sample		ungrazed		KI03091112		1121		8.9		290.9		6.3		NA		JB		USFS_Grazing_Results_2012_11.xlsx/Site		No C, R, S use

		18-09-2012		2012		09		18		KI03		KI03		sample		ungrazed		KI03091812		1120		9.5		218.7		2		NA		JB, VB		USFS_Grazing_Results_2012_11.xlsx/Site		No C, R, S use

		25-09-2012		2012		09		25		KI03		KI03		sample		ungrazed		KI03092512		1027		8.3		218.7		<1		NA		JB, AC		USFS_Grazing_Results_2012_11.xlsx/Site		Low flow; No C, R, S

		28-08-2012		2012		08		28		MC04		MC04		sample		grazing		MC04082812		1301		11		1553.1		90.9		NA		SH, AW		USFS_Grazing_Results_2012_11.xlsx/Site		C, R, S use

		04-09-2012		2012		09		04		MC04		MC04		sample		grazing		MC04090412		1237		11		1046.2		37.4		NA		SH, AW		USFS_Grazing_Results_2012_11.xlsx/Site		Cattle trampling/fresh poo evidence; S, R use

		11-09-2012		2012		09		11		MC04		MC04		sample		grazing		MC04091112		1327		11		>2419.6		104.3		NA		SH, AW		USFS_Grazing_Results_2012_11.xlsx/Site		may need to move sample site next time - low flow; lots of cattle evidence - grazing, poo, trails

		18-09-2012		2012		09		18		MC04		MC04		sample		grazing		MC04091812		1236		10		1732.9		116.2		NA		SH, MW		USFS_Grazing_Results_2012_11.xlsx/Site		low flows, grazing, cattle walking through tributary

		25-09-2012		2012		09		25		MC04		MC04		sample		grazing		MC04092512		1302		9		1732.9		42.6		NA		SH, AW		USFS_Grazing_Results_2012_11.xlsx/Site		cows present close to sample site, about 10

		28-08-2012		2012		08		28		MC06		MC06		sample		grazing		MC06082812		1210		13		517.2		2		NA		SH, AW		USFS_Grazing_Results_2012_11.xlsx/Site		C, R, S use

		04-09-2012		2012		09		04		MC06		MC06		sample		grazing		MC06090412		1149		13		1046.2		238.2		NA		SH, AW		USFS_Grazing_Results_2012_11.xlsx/Site		Cattle trampling/fresh poo evidence; S, R use

		11-09-2012		2012		09		11		MC06		MC06		sample		grazing		MC06091112		1146		12.3		56.8		12.2		NA		SH, AW		USFS_Grazing_Results_2012_11.xlsx/Site		may need to move sample site next time - low flow

		18-09-2012		2012		09		18		MC06		MC06		sample		grazing		MC06091812		1136		13		920.8		7.4		NA		SH, MW		USFS_Grazing_Results_2012_11.xlsx/Site		low flows, brook trout spawning observed

		25-09-2012		2012		09		25		MC06		MC06		sample		grazing		MC06092512		1150		13		1986.3		8.5		NA		SH, AW		USFS_Grazing_Results_2012_11.xlsx/Site		camping on river left, lots of cow poo; fresh elk poo

		28-08-2012		2012		08		28		MC07		MC07		sample		grazing		MC07082812		1148		16		1203.3		<1		NA		SH, AW		USFS_Grazing_Results_2012_11.xlsx/Site		C, R, S use

		04-09-2012		2012		09		04		MC07		MC07		sample		grazing		MC07090412		1112		15		>2419.6		365.4		NA		SH, AW		USFS_Grazing_Results_2012_11.xlsx/Site		Cattle trampling/fresh poo evidence; S, R use

		11-09-2012		2012		09		11		MC07		MC07		sample		grazing		MC07091112		1123		16.1		>2419.7		115.3		NA		SH, AW		USFS_Grazing_Results_2012_11.xlsx/Site		getting a bit low, fresh grazing and poo

		18-09-2012		2012		09		18		MC07		MC07		sample		grazing		MC07091812		1115		14		>2419.8		111.9		NA		SH, MW		USFS_Grazing_Results_2012_11.xlsx/Site		R - trail runs parallel on river left, cattle prints everywhere

		25-09-2012		2012		09		25		MC07		MC07		sample		grazing		MC07092512		1130		14		1732.9		28.8		NA		SH, AW		USFS_Grazing_Results_2012_11.xlsx/Site		cow trail on river left, camping nearby; fresh elk poo

		28-08-2012		2012		08		28		MC08		MC08		sample		grazing		MC08082812		1117		10		727		12.2		NA		SH, AW		USFS_Grazing_Results_2012_11.xlsx/Site		C, R, S use

		04-09-2012		2012		09		04		MC08		MC08		sample		grazing		MC08090412		1100		10		980.4		11		NA		SH, AW		USFS_Grazing_Results_2012_11.xlsx/Site		Cattle trampling/fresh poo evidence; S, R use

		11-09-2012		2012		09		11		MC08		MC08		sample		grazing		MC08091112		1100		8.2		1203.3		139.6		NA		SH, AW		USFS_Grazing_Results_2012_11.xlsx/Site		meadow has new grazing evidence, lots of poo!

		18-09-2012		2012		09		18		MC08		MC08		sample		grazing		MC08091812		1102		9		1119.9		67.7		NA		SH, MW		USFS_Grazing_Results_2012_11.xlsx/Site		cattle beds, lots of grazing, R use also

		25-09-2012		2012		09		25		MC08		MC08		sample		grazing		MC08092512		1108		9		>2419.6		26.6		NA		SH, AW		USFS_Grazing_Results_2012_11.xlsx/Site		heavy grazing, fresh poo; fresh elk poo

		28-08-2012		2012		08		28		MC09		MC09		sample		ungrazed		MC09082812		1426		14		613.1		46.4		NA		SH, AW		USFS_Grazing_Results_2012_11.xlsx/Site		R use

		04-09-2012		2012		09		04		MC09		MC09		sample		ungrazed		MC09090412		1343		12		435.2		45.7		NA		SH, AW		USFS_Grazing_Results_2012_11.xlsx/Site		Camping; woodcutting

		11-09-2012		2012		09		11		MC09		MC09		sample		ungrazed		MC09091112		1424		11.2		727		67		NA		SH, AW		USFS_Grazing_Results_2012_11.xlsx/Site		R - common camping site uphill

		18-09-2012		2012		09		18		MC09		MC09		sample		ungrazed		MC09091812		1345		11		290.9		13.2		NA		SH, MW		USFS_Grazing_Results_2012_11.xlsx/Site		decent flows, R camping spot on 

		25-09-2012		2012		09		25		MC09		MC09		sample		ungrazed		MC09092512		1405		9		387.3		7.4		NA		SH, AW		USFS_Grazing_Results_2012_11.xlsx/Site		newer woodcutting observed

		01-08-2012		2012		08		01		SF05		SF05		sample		grazing		SF05080112		1605		17		1046.2		21.6		NA		JB, RS, EB		USFS_Grazing_Results_2012_11.xlsx/Site		No C use immediately near site; creek flows along trail for 2+ miles above the site

		13-08-2012		2012		08		13		SF05		SF05		sample		grazing		SF05081312		1515		16.7		816.4		7.4		NA		JB		USFS_Grazing_Results_2012_11.xlsx/Site		S use evident; R use on trail; No C evidence

		20-08-2012		2012		08		20		SF05		SF05		sample		grazing		SF05082012		1544		16.1		686.7		14.8		NA		JB		USFS_Grazing_Results_2012_11.xlsx/Site		S&R use on trail; cattle gate open

		28-08-2012		2012		08		28		SF05		SF05		sample		grazing		SF05082812		1511		14.5		579.4		27.2		NA		KH, EB		USFS_Grazing_Results_2012_11.xlsx/Site		R immediately above

		04-09-2012		2012		09		04		SF05		SF05		sample		grazing		SF05090412		1445		14.6		770.1		13.5		NA		KH, EB		USFS_Grazing_Results_2012_11.xlsx/Site		at Shackleford near cattle gate

		11-09-2012		2012		09		11		SF05		SF05		sample		grazing		SF05091112		1415		12.4		816.4		23.8		NA		KH, EB		USFS_Grazing_Results_2012_11.xlsx/Site		R use

		18-09-2012		2012		09		18		SF05		SF05		sample		grazing		SF05091812		1425		12.9		1203.3		9.8		NA		KH, EB		USFS_Grazing_Results_2012_11.xlsx/Site

		25-09-2012		2012		09		25		SF05		SF05		sample		grazing		SF05092512		1430		12.1		648.8		5.2		NA		KH, EB		USFS_Grazing_Results_2012_11.xlsx/Site		R

		28-08-2012		2012		08		28		SF06		SF06		sample		grazing		SF06082812		1433		8		58.1		1		NA		KH, EB		USFS_Grazing_Results_2012_11.xlsx/Site		cool breeze - just below small waterfall, 50 ft. from trail

		04-09-2012		2012		09		04		SF06		SF06		sample		grazing		SF06090412		1400		8.3		86		5.2		NA		KH, EB		USFS_Grazing_Results_2012_11.xlsx/Site		at Long High Creek

		11-09-2012		2012		09		11		SF06		SF06		sample		grazing		SF06091112		1345		8.1		73.3		7.3		NA		KH, EB		USFS_Grazing_Results_2012_11.xlsx/Site		R -- taking photos in stream

		18-09-2012		2012		09		18		SF06		SF06		sample		grazing		SF06091812		1400		8.3		73.8		3.1		NA		KH, EB		USFS_Grazing_Results_2012_11.xlsx/Site		R, algae

		25-09-2012		2012		09		25		SF06		SF06		sample		grazing		SF06092512		1410		8.1		69.7		<1		NA		KH, EB		USFS_Grazing_Results_2012_11.xlsx/Site		R

		04-09-2012		2012		09		04		SF07		SF07		sample		grazing		SF07090412		1345		14.2		980.4		38.3		NA		KH, EB		USFS_Grazing_Results_2012_11.xlsx/Site		C on both sides of creek - present during sampling - about 10 cattle ran across creek prior to sampling

		11-09-2012		2012		09		11		SF07		SF07		sample		grazing		SF07091112		1330		12.4		1299.7		16		NA		KH, EB		USFS_Grazing_Results_2012_11.xlsx/Site		C adjacent to creek and on both sides -- algae

		18-09-2012		2012		09		18		SF07		SF07		sample		grazing		SF07091812		1350		12.8		920.8		15.6		NA		KH, EB		USFS_Grazing_Results_2012_11.xlsx/Site		C cow pies adjacent to creek, algae

		25-09-2012		2012		09		25		SF07		SF07		sample		grazing		SF07092512		1340		12.1		816.4		14.5		NA		KH, EB		USFS_Grazing_Results_2012_11.xlsx/Site		C

		28-08-2012		2012		08		28		SF08		SF08		sample		grazing		SF08082812		1332		13.8		105		<1		NA		KH, EB		USFS_Grazing_Results_2012_11.xlsx/Site		R about 20 ft above trail x stream

		04-09-2012		2012		09		04		SF08		SF08		sample		grazing		SF08090412		1250		13.6		117.8		<1		NA		KH, EB		USFS_Grazing_Results_2012_11.xlsx/Site		No C, R, S use

		11-09-2012		2012		09		11		SF08		SF08		sample		grazing		SF08091112		1235		12.1		110		1		NA		KH, EB		USFS_Grazing_Results_2012_11.xlsx/Site		R use

		18-09-2012		2012		09		18		SF08		SF08		sample		grazing		SF08091812		1300		12.1		201.4		13.5		NA		KH, EB		USFS_Grazing_Results_2012_11.xlsx/Site		R creek shaded @ this time

		25-09-2012		2012		09		25		SF08		SF08		sample		grazing		SF08092512		1245		10.7		137.6		<1		NA		KH, EB		USFS_Grazing_Results_2012_11.xlsx/Site		R

		28-08-2012		2012		08		28		SF10		SF10		sample		grazing		SF10082812		1230		11.5		920.8		12.1		NA		KH, EB		USFS_Grazing_Results_2012_11.xlsx/Site		alder, riparian; lots of shade; slow flow; wind

		04-09-2012		2012		09		04		SF10		SF10		sample		grazing		SF10090412		1210		10.9		1986.3		3.1		NA		KH, EB		USFS_Grazing_Results_2012_11.xlsx/Site		C adjacent to creek

		11-09-2012		2012		09		11		SF10		SF10		sample		grazing		SF10091112		1155		8.7		866.4		6.3		NA		KH, EB		USFS_Grazing_Results_2012_11.xlsx/Site		C - recent grazing in stream, low flow

		18-09-2012		2012		09		18		SF10		SF10		sample		grazing		SF10091812		1210		9.4		>2419.6		4.1		NA		KH, EB		USFS_Grazing_Results_2012_11.xlsx/Site		C present upstream / low flow

		25-09-2012		2012		09		25		SF10		SF10		sample		grazing		SF10092512		1200		8.2		>2419.6		3.1		NA		KH, EB		USFS_Grazing_Results_2012_11.xlsx/Site		C observed upstream and bubbles - soapy looking at site

		01-08-2012		2012		08		01		SF11A		SF11		sample		grazing		SF11A080112		1400		15		727		88.2		NA		JB, RS, EB		USFS_Grazing_Results_2012_11.xlsx/Site		Recent C grazing; Trampling apparent in some areas, but overall not heavily grazed; sign of S use less than 0.25 miles upstream

		20-08-2012		2012		08		20		SF11A		SF11		sample		grazing		SF11A082012		1356		15.7		1732.9		547.5		NA		JB		USFS_Grazing_Results_2012_11.xlsx/Site		grazed to 3 inches; R&S use of trail; 20 C in 0.5 mile downstream

		28-08-2012		2012		08		28		SF11A		SF11		sample		grazing		SF11A082812		1210		13.9		980.4		35.5		NA		KH, EB		USFS_Grazing_Results_2012_11.xlsx/Site		very low flow; C use; hikers in meadow

		04-09-2012		2012		09		04		SF11B		SF11		sample		grazing		SF11B090412		1140		12.3		613.1		3.1		NA		KH, EB		USFS_Grazing_Results_2012_11.xlsx/Site		Cattle crossed above; 1/3 no flow.  Moved sample site 100 yards downstream; Algae in site 11A/B; evidence of cattle; named site 11B due to new placement downstream

		11-09-2012		2012		09		11		SF11B		SF11		sample		grazing		SF11B091112		1130		10.9		686.7		5.2		NA		KH, EB		USFS_Grazing_Results_2012_11.xlsx/Site		C - recent grazing in and adjacent to stream, low flow

		18-09-2012		2012		09		18		SF11B		SF11		sample		grazing		SF11B091812		1135		11.2		248.9		<1		NA		KH, EB		USFS_Grazing_Results_2012_11.xlsx/Site		C present / low flow

		25-09-2012		2012		09		25		SF11A		SF11		sample		grazing		SF11A092512		1130		10.3		686.7		<1		NA		KH, EB		USFS_Grazing_Results_2012_11.xlsx/Site		C - observed small fish @ sample site

		01-08-2012		2012		08		01		SF16		SF16		sample		grazing		SF16080112		1309		18		1732.9		686.7		NA		JB, RS, EB		USFS_Grazing_Results_2012_11.xlsx/Site		No C.  Potential S use, but no obvious signs.

		01-08-2012		2012		08		01		SF16A		SF16		dup		grazing		SF16A080112		1248		18		>2419.6		1986.3		NA		JB, RS, EB		USFS_Grazing_Results_2012_11.xlsx/Site		No C.  Potential S use, but no obvious signs.

		13-08-2012		2012		08		13		SF16		SF16		sample		grazing		SF16081312		1317		20		517.2		4.1		NA		JB		USFS_Grazing_Results_2012_11.xlsx/Site		R&S use at and above site; No C evidence at site

		28-08-2012		2012		08		28		SF16		SF16		sample		grazing		SF16082812		1104		14.7		517.2		1		NA		KH, EB		USFS_Grazing_Results_2012_11.xlsx/Site		Adjacent to campsite; medium flow; algae on rocks

		04-09-2012		2012		09		04		SF16		SF16		sample		grazing		SF16090412		1050		15.1		461.1		1		NA		KH, EB		USFS_Grazing_Results_2012_11.xlsx/Site		R use

		11-09-2012		2012		09		11		SF16		SF16		sample		grazing		SF16091112		1045		12.7		307.6		<1		NA		KH, EB		USFS_Grazing_Results_2012_11.xlsx/Site		R, algae at sample site; R & C immediately above stream bank on trail

		18-09-2012		2012		09		18		SF16		SF16		sample		grazing		SF16091812		1045		13.1		579.4		8.5		NA		KH, EB		USFS_Grazing_Results_2012_11.xlsx/Site		C recent, also heard on south end of lake, R

		25-09-2012		2012		09		25		SF16		SF16		sample		grazing		SF16092512		1045		11.5		214.2		6.3		NA		KH, EB		USFS_Grazing_Results_2012_11.xlsx/Site		C, R - noticed odd foodlike (or dead crawdad) item in water by sample site

		01-08-2012		2012		08		01		SF18		SF18		sample		ungrazed		SF18080112		1458		13		214		3.1		NA		JB, RS, EB		USFS_Grazing_Results_2012_11.xlsx/Site		No C, R, S use

		13-08-2012		2012		08		13		SF18		SF18		sample		ungrazed		SF18081312		1426		13.7		90.8		6.3		NA		JB		USFS_Grazing_Results_2012_11.xlsx/Site		No C, R, S use

		20-08-2012		2012		08		20		SF18		SF18		sample		ungrazed		SF18082012		1457		13		>2419.6		2		NA		JB		USFS_Grazing_Results_2012_11.xlsx/Site		No C, R, S use

		28-08-2012		2012		08		28		SF18		SF18		sample		ungrazed		SF18082812		1353		11.5		344.8		4.1		NA		KH, EB		USFS_Grazing_Results_2012_11.xlsx/Site		thick riparian; near campsite that is adjacent to creek; low flow

		04-09-2012		2012		09		04		SF18		SF18		sample		ungrazed		SF18090412		1310		11.6		1203.3		770.1		NA		KH, EB		USFS_Grazing_Results_2012_11.xlsx/Site		No C, R, S use; upstream photo taken at Shackleford creek looking up emerald creek

		11-09-2012		2012		09		11		SF18		SF18		sample		ungrazed		SF18091112		1255		10.1		135.4		51.2		NA		KH, EB		USFS_Grazing_Results_2012_11.xlsx/Site		R use

		18-09-2012		2012		09		18		SF18		SF18		sample		ungrazed		SF18091812		1310		10.9		238.2		8.5		NA		KH, EB		USFS_Grazing_Results_2012_11.xlsx/Site		R creek shaded @ this time

		25-09-2012		2012		09		25		SF18		SF18		sample		ungrazed		SF18092512		1305		9.8		387.3		<1		NA		KH, EB		USFS_Grazing_Results_2012_11.xlsx/Site		R

		20-08-2012		2012		08		20		SF19		SF19		sample		grazing		SF19082012		1429		15.7		1413.6		980.4		NA		JB		USFS_Grazing_Results_2012_11.xlsx/Site		15+ C at this site; R&S use on trail downstream; Smell of poop

		28-08-2012		2012		08		28		SF19		SF19		sample		grazing		SF19082812		1310		13.4		770.1		161.6		NA		KH, EB		USFS_Grazing_Results_2012_11.xlsx/Site		C on river left (meadow above) - 20 ft. from trail

		04-09-2012		2012		09		04		SF19		SF19		sample		grazing		SF19090412		1240		13.7		298.7		37.9		NA		KH, EB		USFS_Grazing_Results_2012_11.xlsx/Site		R use

		11-09-2012		2012		09		11		SF19		SF19		sample		grazing		SF19091112		1215		11.7		218.7		5.2		NA		KH, EB		USFS_Grazing_Results_2012_11.xlsx/Site		R, C - evidence in meadow north of creek

		18-09-2012		2012		09		18		SF19		SF19		sample		grazing		SF19091812		1230		13		579.4		26.2		NA		KH, EB		USFS_Grazing_Results_2012_11.xlsx/Site		C recently in area, foamy substence in water

		25-09-2012		2012		09		25		SF19		SF19		sample		grazing		SF19092512		1225		11.8		325.5		7.4		NA		KH, EB		USFS_Grazing_Results_2012_11.xlsx/Site		C - soapy substance on water surface at site

		04-06-2013		2013		06		04		KI03		KI03		sample		ungrazed		KI03060413		1215		11.1		NA		NA		1		AR/TS		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		No activity of any kind; landslide on kidder creek road a few miles from trailhead.  Vehicles cannot pass it

		04-06-2013		2013		06		04		KI02		KI02		sample		ungrazed		KI02060413		1301		10.9		NA		NA		<1		AR/TS		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		04-06-2013		2013		06		04		KI01		KI01		sample		ungrazed		KI01060413		1400		12.9		NA		NA		<1		AR/TS		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		04-06-2013		2013		06		04		DUPKI01		DUPKI01		dup		ungrazed		DUPKI01060413		1400		12.9		NA		NA		<1		AR/TS		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		04-06-2013		2013		06		04		BLKKI01		BLKKI01		blank		ungrazed		BLKKI01060413		1400		NA		NA		NA		<1		AR/TS		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		04-06-2013		2013		06		04		LBBLK060413		LBBLK060413		blank		grazing		LabBlank060413		NA		NA		NA		NA		<1		AR/TS		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		04-06-2013		2013		06		04		SF16		SF16		sample		grazing		SF16060413		1020		11.5		NA		NA		<1		TB/EB		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		General notes for Shack sites-- possible snow melt is causing some channels that were dry last year to have water in them this year

		04-06-2013		2013		06		04		DUPSF16		DUPSF16		dup		grazing		DUPSF16060413		1020		11.5		NA		NA		<1		TB/EB		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		04-06-2013		2013		06		04		BLKSF16		BLKSF16		blank		grazing		BLKSF16060413		1035		11.5		NA		NA		<1		TB/EB		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		04-06-2013		2013		06		04		SF11A		SF11		sample		grazing		SF11A060413		1140		11.5		NA		NA		1		TB/EB		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		small trout in stream

		04-06-2013		2013		06		04		SF10		SF10		sample		grazing		SF10060413		1215		12.1		NA		NA		3		TB/EB		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		~bed changed, sample location 60 feet upstream from original site

		04-06-2013		2013		06		04		SF19		SF19		sample		grazing		SF19060413		1235		12.3		NA		NA		3		TB/EB		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		Trail crew camped @ Log lake between sites 10 & 19.  15 people & 8 horses

		04-06-2013		2013		06		04		SF08		SF08		sample		grazing		SF08060413		1300		12.5		NA		NA		1		TB/EB		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		04-06-2013		2013		06		04		SF18		SF18		sample		ungrazed		SF18060413		1322		10.6		NA		NA		1		TB/EB		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		04-06-2013		2013		06		04		SF07		SF07		sample		grazing		SF07060413		1400		13.2		NA		NA		<1		TB/EB		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		04-06-2013		2013		06		04		SF06		SF06		sample		grazing		SF06060413		1415		8.5		NA		NA		<1		TB/EB		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		04-06-2013		2013		06		04		SF05		SF05		sample		grazing		SF05060413		1430		14.5		NA		NA		<1		TB/EB		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		04-06-2013		2013		06		04		MC08		MC08		sample		grazing		MC08060413		1059		7.3		NA		NA		<1		SH/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		 Channel shifted to left a bit.  last year's cow patty's evident

		04-06-2013		2013		06		04		DUPMC08		DUPMC08		dup		grazing		DUPMC08060413		1059		7.3		NA		NA		<1		SH/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		04-06-2013		2013		06		04		MC07		MC07		sample		grazing		MC07060413		1118		12.4		NA		NA		<1		SH/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		water is warmer here

		04-06-2013		2013		06		04		MC06		MC06		sample		grazing		MC06060413		1137		15.5		NA		NA		<1		SH/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		heavy sediment; old cow pattys

		04-06-2013		2013		06		04		BLKMC06		BLKMC06		blank		grazing		BLKMC06060413		1140		NA		NA		NA		<1		SH/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		04-06-2013		2013		06		04		MC04		MC04		sample		grazing		MC04060413		1234		15.1		NA		NA		4.1		SH/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		last year's cow pattys evident: 8" deep

		04-06-2013		2013		06		04		MC09		MC09		sample		ungrazed		MC09060413		1340		11.6		NA		NA		<1		SH/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		buck camp

EPALAPTOPBIO: EPALAPTOPBIO:
What is buck camp?

		11-06-2013		2013		06		11		KI03		KI03		sample		ungrazed		KI03061113		945		11.3		NA		NA		<1		AR/MW		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		No activity of any kind

		11-06-2013		2013		06		11		KI02		KI02		sample		ungrazed		KI02061113		1018		9.9		NA		NA		2		AR/MW		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		11-06-2013		2013		06		11		KI01		KI01		sample		ungrazed		KI01061113		1110		11.7		NA		NA		1		AR/MW		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		11-06-2013		2013		06		11		DUPKI02		DUPKI02		dup		ungrazed		DUPKI02061113		1018		9.9		NA		NA		<1		AR/MW		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		11-06-2013		2013		06		11		BLKKI03		BLKKI03		blank		ungrazed		BLKKI03061113		949		NA		NA		NA		<1		AR/MW		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		11-06-2013		2013		06		11		MC08		MC08		sample		grazing		MC08061113		1056		9		NA		NA		<1		SH/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		remnant cow evidence (last year) 

		11-06-2013		2013		06		11		MC07		MC07		sample		grazing		MC07061113		1106		15		NA		NA		<1		SH/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		little remnant cow evidence; 9.5" deep

		11-06-2013		2013		06		11		DUPMC07		DUPMC07		dup		grazing		DUPMC07061112		1106		15		NA		NA		<1		SH/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		11-06-2013		2013		06		11		MC06		MC06		sample		grazing		MC06061113		1130		16		NA		NA		<1		SH/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		few remnant cow patties

		11-06-2013		2013		06		11		BLKMC06		BLKMC06		blank		grazing		BLKMC06061113		1130		16		NA		NA		<1		SH/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		11-06-2013		2013		06		11		MC04		MC04		sample		grazing		MC04061113		1216		13.5		NA		NA		6.3		SH/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		remnant cow pies: 8.5" deep

		11-06-2013		2013		06		11		MC09		MC09		sample		ungrazed		MC09061113		1335		12		NA		NA		<1		SH/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		camp above sample site on RR (river right) ~15 meters upslope

		11-06-2013		2013		06		11		SF16		SF16		sample		grazing		SF16061113		1020		13.7		NA		NA		1		EB/KH		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		camping and fishing adjacent to site

		11-06-2013		2013		06		11		SF11B		SF11		sample		grazing		SF11B061113		1110		11.4		NA		NA		<1		EB/KH		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		11-06-2013		2013		06		11		SF10		SF10		sample		grazing		SF10061113		1135		11		NA		NA		3.1		EB/KH		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		11-06-2013		2013		06		11		DUPSF10		DUPSF10		dup		grazing		DUPSF10061113		1135		11		NA		NA		3		EB/KH		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		11-06-2013		2013		06		11		SF19		SF19		sample		grazing		SF19061113		1200		9.6		NA		NA		1		EB/KH		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		upstream photo didn't save for SF19, found mistake @ SF7

		11-06-2013		2013		06		11		SF08		SF08		sample		grazing		SF08061113		1230		11.3		NA		NA		4.1		EB/KH		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		11-06-2013		2013		06		11		SF18		SF18		sample		ungrazed		SF18061113		1245		9.1		NA		NA		<1		EB/KH		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		11-06-2013		2013		06		11		SF07		SF07		sample		grazing		SF07061113		1320		12.5		NA		NA		3		EB/KH		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		11-06-2013		2013		06		11		BLKSF07		BLKSF07		blank		grazing		BLKSF07061113		1320		NA		NA		NA		<1		EB/KH		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		11-06-2013		2013		06		11		SF06		SF06		sample		grazing		SF06061113		1340		8.2		NA		NA		1		EB/KH		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		11-06-2013		2013		06		11		SF05		SF05		sample		grazing		SF05061113		1400		14.1		NA		NA		4.1		EB/KH		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		11-06-2013		2013		06		11		LBBLK061113		LBBLK061113		blank		grazing		LabBlank061113		NA		NA		NA		NA		<1				2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		18-06-2013		2013		06		18		KI03		KI03		sample		ungrazed		KI03061813		1150		9.8		NA		NA		<1		AR/TS		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		Signs of one horse going up trail to Kidder Lake.  No tracks to meadow, no signs of accessing creek.

		18-06-2013		2013		06		18		KI02		KI02		sample		ungrazed		KI02061813		1215		9.6		NA		NA		<1		AR/TS		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		No photos taken up Kidder Cr.-battery dead on camera.

		18-06-2013		2013		06		18		KI01		KI01		sample		ungrazed		KI01061813		1300		12.2		NA		NA		<1		AR/TS		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		18-06-2013		2013		06		18		DUPKI02		DUPKI02		dup		ungrazed		DUPKI02061813		1215		9.6		NA		NA		<1		AR/TS		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		18-06-2013		2013		06		18		BLKKI03		BLKKI03		blank		ungrazed		BLKKI01061813		1150		NA		NA		NA		53		AR/TS		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		Appears the DI water was contaminated.  H20 tested positive for total coliforms on 6/19/13.  This DI water has been discarded.  

		18-06-2013		2013		06		18		MC08		MC08		sample		grazing		MC08061813		1050		7.4		NA		NA		<1		SH/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		few cow pies from last year

		18-06-2013		2013		06		18		MC07		MC07		sample		grazing		MC07061813		1110		15.7		NA		NA		<1		SH/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		few cow pies from last year

		18-06-2013		2013		06		18		DUPMC08		DUPMC08		dup		grazing		DUPMC08061812		1050		7.4		NA		NA		<1		SH/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		few cow pies from last year

		18-06-2013		2013		06		18		MC06		MC06		sample		grazing		MC06061813		1124		13.1		NA		NA		1		SH/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		few cow pies from last year.  Water velocity slowing down

		18-06-2013		2013		06		18		BLKMC06		BLKMC06		blank		grazing		BLKMC06061813		1124		13.1		NA		NA		<1		SH/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		18-06-2013		2013		06		18		MC04		MC04		sample		grazing		MC04061813		1211		9.8		NA		NA		1		SH/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		(10" deep) slow water velocity, levels starting to drop

		18-06-2013		2013		06		18		MC09		MC09		sample		ungrazed		MC09061813		1310		9.7		NA		NA		1		SH/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		18-06-2013		2013		06		18		SF16		SF16		sample		grazing		SF16061813		1037		11.2		NA		NA		<1		RS/KM		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		possible elk droppings on trail to SF16? 1 packer and 3 mules camping across creek (RR) from SF16.  Mules away from water, no droppings or impact observed.

		18-06-2013		2013		06		18		SF11B		SF11		sample		grazing		SF11B061813		1145		10.9		NA		NA		1		RS/KM		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		discrepancy on this site.  Sampled at 11B, not 11A location. Will confirm visually and with GPS on 6/25 visit.  no evidence of current impact, old cow pies from last year in meadow.

		18-06-2013		2013		06		18		SF10		SF10		sample		grazing		SF10061813		1220		10.3		NA		NA		1		RS/KM		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		sampled at new location, 60' upstream 

		18-06-2013		2013		06		18		DUPSF11B		DUPSF11B		dup		grazing		DUPSF11B061813		1145		10.9		NA		NA		<1		RS/KM		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		18-06-2013		2013		06		18		SF19		SF19		sample		grazing		SF19061813		1232		9.3		NA		NA		2		RS/KM		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		sample location is upstream of trail XC

		18-06-2013		2013		06		18		SF08		SF08		sample		grazing		SF08061813		1258		10.6		NA		NA		<1		RS/KM		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		No impacts observed, but @ trail XC

		18-06-2013		2013		06		18		SF18		SF18		sample		ungrazed		SF18061813		1309		8.5		NA		NA		<1		RS/KM		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		sample site is across Shackleford, campsite on RL of Shack, no current use observed.

		18-06-2013		2013		06		18		SF07		SF07		sample		grazing		SF07061813		1341		10.2		NA		NA		1		RS/KM		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		none

		18-06-2013		2013		06		18		BLKSF16		BLKSF16		blank		grazing		BLKSF16061813		1037		NA		NA		NA		<1		RS/KM		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		18-06-2013		2013		06		18		SF06		SF06		sample		grazing		SF06061813		1344		7.7		NA		NA		<1		RS/KM		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		18-06-2013		2013		06		18		SF05		SF05		sample		grazing		SF05061813		1402		12.6		NA		NA		1		RS/KM		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		off trail, no rec observed @ sample location

		18-06-2013		2013		06		18		LBBLK061813		LBBLK061813		blank		grazing		LabBlank061813		NA		NA		NA		NA		<1		RS/KM		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		21-06-2013		2013		06		21		MC05		MC05		sample		grazing		MC05062113		837		13.9		NA		NA		<1		SH/SW		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		random cow patties from last year.  Not much activity

		21-06-2013		2013		06		21		SF14		SF14		sample		grazing		SF14062113		1250		14.7		NA		NA		1		SH/SW		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		Old cow pies, fresh horse manure, many people on trail, fishing in creek below fork.  They declined photos

		21-06-2013		2013		06		21		LBBLK062113		LBBLK062113		blank		grazing		LabBlank062113		NA		NA		NA		NA		<1		SH/SW		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		25-06-2013		2013		06		25		MC08		MC08		sample		grazing		MC08062513		943		6.6		NA		NA		98.5		SH/SMc		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		25-06-2013		2013		06		25		MC07		MC07		sample		grazing		MC07062513		953		10.5		NA		NA		9.7		SH/SMc		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		25-06-2013		2013		06		25		MC06		MC06		sample		grazing		MC06062513		1007		9.2		NA		NA		42.8		SH/SMc		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		25-06-2013		2013		06		25		MC05		MC05		sample		grazing		MC05062513		1023		12.5		NA		NA		2		SH/SMc		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		some foam

		25-06-2013		2013		06		25		DUPMC05		DUPMC05		dup		grazing		DUPMC05062513		1023		12.5		NA		NA		2		SH/SMc		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		25-06-2013		2013		06		25		MC04		MC04		sample		grazing		MC04062513		1047		9.7		NA		NA		91.1		SH/SMc		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		8" deep

		25-06-2013		2013		06		25		MC09		MC09		sample		ungrazed		MC09062513		1140		8.8		NA		NA		2		SH/SMc		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		25-06-2013		2013		06		25		BLKMC09		BLKMC09		blank		ungrazed		BLKMC09062513		1140		NA		NA		NA		<1		SH/SMc		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		25-06-2013		2013		06		25		SF14		SF14		sample		grazing		SF14062513		1020		12.2		NA		NA		<1		KH/RS		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		site @ red flagging in alders

EPALAPTOPBIO: EPALAPTOPBIO:
This sample was taken at the 2011 sample point, flagging remained @ this location but had been removed from 2013 location.  This site is slightly upstream from 2013 SF14 location.  All other samples for 2013 were taken at downstream location.  both points gps.  RS 7/8/13

		25-06-2013		2013		06		25		SF16		SF16		sample		grazing		SF16062513		1110		10.5		NA		NA		4.1		KH/RS		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		bear scat:  photo 726

		25-06-2013		2013		06		25		SF10		SF10		sample		grazing		SF10062513		1230		9.5		NA		NA		8.5		KH/RS		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		25-06-2013		2013		06		25		SF19		SF19		sample		grazing		SF19062513		1250		9		NA		NA		<1		KH/RS		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		25-06-2013		2013		06		25		SF08		SF08		sample		grazing		SF08062513		1310		9.7		NA		NA		6.3		KH/RS		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		25-06-2013		2013		06		25		SF07		SF07		sample		grazing		SF07062513		1345		9.5		NA		NA		<1		KH/RS		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		25-06-2013		2013		06		25		SF06		SF06		sample		grazing		SF06062513		1355		7.5		NA		NA		1		KH/RS		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		25-06-2013		2013		06		25		SF05		SF05		sample		grazing		SF05062513		1420		10.7		NA		NA		6.3		KH/RS		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		25-06-2013		2013		06		25		SF11B		SF11		sample		grazing		SF11B062513		1200		9.1		NA		NA		7.5		KH/RS		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		old cow pies 

		25-06-2013		2013		06		25		DUPSF10		DUPSF10		dup		grazing		DUPSF10062513		1230		9.5		NA		NA		7.3		KH/RS		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		25-06-2013		2013		06		25		BLKSF11B		BLKSF11B		blank		grazing		BLKSF11B062513		1200		9.1		NA		NA		<1		KH/RS		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		25-06-2013		2013		06		25		SF03		SF03		sample		grazing		SF03062513		1455		10.6		NA		NA		3.1		KH/RS		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		Additional sample taken by R. Sluss at Corral- which was origianl Ken Tate site SF03

		25-06-2013		2013		06		25		LBBLK062513		LBBLK062513		blank		grazing		LabBlank062513		NA		NA		NA		NA		<1		KH/RS		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		26-06-2013		2013		06		26		KI03		KI03		sample		ungrazed		KI03062613		1020		8.9		NA		NA		<1		TS/RS		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		water is higher in creek.  2nd day of rain

		26-06-2013		2013		06		26		DUPKI02		DUPKI02		dup		ungrazed		DUPKI02062613		1040		8.9		NA		NA		3.1		TS/RS		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		26-06-2013		2013		06		26		KI02		KI02		sample		ungrazed		KI02062613		1040		8.9		NA		NA		3.1		TS/RS		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		26-06-2013		2013		06		26		BLKKI03		BLKKI03		blank		ungrazed		BLKKI03062813		1020		NA		NA		NA		<1		TS/RS		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		26-06-2013		2013		06		26		KI01		KI01		sample		ungrazed		KI01062613		1140		9.7		NA		NA		8.6		TS/RS		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		one truck at trailhead when we returned 

		28-06-2013		2013		06		28		MC05		MC05		sample		grazing		MC05062813		1104		15.6		NA		NA		<1		SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		Deer nearby, 2 tent camps across lake, 2 hikers headed to PCT

		28-06-2013		2013		06		28		DUPMC05		DUPMC05		dup		grazing		DUPMC05062813		1104		15.6		NA		NA		<1		SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		28-06-2013		2013		06		28		LBBLK062813		LBBLK062813		blank		grazing		LabBlank062813		1314		NA		NA		NA		<1		SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		28-06-2013		2013		06		28		SF14		SF14		sample		grazing		SF14062813		1106		16.5		NA		NA		2		SH/MW		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		Lots of horse scat on trail, lots of people on trail 20+, Everyone was going fishing and camping @ Campbell Lake

		28-06-2013		2013		06		28		BLKSF14		BLKSF14		blank		grazing		BLKSF14062813		1108		NA		NA		NA		<1		SH/MW		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		02-07-2013		2013		07		02		MC08		MC08		sample		grazing		MC08070213		1311		17.1		NA		NA		3.1		SMc/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		12" deep

		02-07-2013		2013		07		02		DUPMC08		DUPMC08		dup		grazing		DUPMC08070213		1311		17.1		NA		NA		2		SMc/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		02-07-2013		2013		07		02		MC07		MC07		sample		grazing		MC07070213		1327		23.2		NA		NA		<1		SMc/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		8" deep

		02-07-2013		2013		07		02		MC06		MC06		sample		grazing		MC06A070213

EPALAPTOPBIO: EPALAPTOPBIO:
Check if this location needs to be renamed MC06b as it was moved upstream.  GPS points:  517991  4564157 waypt 57																

EPALAPTOPBIO: EPALAPTOPBIO:
What is buck camp?		1345		23.5		NA		NA		<1		SMc/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		site moved upstream 30-40 ft.  because of stagnant water.  New GPS point recorded  517991   4564157  waypoint 57.  Pictures 7,8,9 are of original site.  Pics 7b, 8b, 9b new site

		02-07-2013		2013		07		02		MC05		MC05		sample		grazing		MC05070213		1418		21.5		NA		NA		5.2		SMc/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		16" deep; 5 people 1 dog above site, 4 people 1 dog below site; fly on rim

		02-07-2013		2013		07		02		BLKMC05		BLKMC05		blank		grazing		BLKMC05070213		1345		NA		NA		NA		<1		SMc/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		02-07-2013		2013		07		02		MC04		MC04		sample		grazing		MC04070213		1452		20.4		NA		NA		27.9		SMc/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		7" deep; sediment flowing

		02-07-2013		2013		07		02		MC09		MC09		sample		ungrazed		MC09070213		1553		16.7		NA		NA		11		SMc/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		8.5" no room on camera for site photo

		02-07-2013		2013		07		02		SF14		SF14		sample		grazing		SF14070213		931		19		NA		NA		<1		SH/RS		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		Sample site is just downstream of 2012 location.  New gps points were taken on first 2012 sampling event (6/21/13).  Appears close enough to use same location number.   Prev location was sampled on 6/25/13- gps points were from 2012 also, 2013 flagging had been removed.  

		02-07-2013		2013		07		02		SF16		SF16		sample		grazing		SF16070213		1015		18.2		NA		NA		307.6		SH/RS		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		Last year's cow pies. Swimmers in Campbell Lake.  No campers at camp site across creek from sample point. 

		02-07-2013		2013		07		02		SF11B		SF11		sample		grazing		SF11B070213		1054		12.3		NA		NA		2		SH/RS		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		sample site just downstream of logjam, moved few feet downstream from original point to deeper water

		02-07-2013		2013		07		02		SF10		SF10		sample		grazing		SF10070213		1118		11.7		NA		NA		122.3		SH/RS		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		General Notes:  Approx 10 cars in parking lot @ 1335 when we returned.  Met group of five in lot going camping and fishing @ Campbell Lake.  Cows in Corral!  Confirmed with McMorris that these cows are for Timbervest grazing allotment, not Shackleford.  

		02-07-2013		2013		07		02		SF19		SF19		sample		grazing		SF19070213		1138		13.9		NA		NA		5.2		SH/RS		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		02-07-2013		2013		07		02		BLKSF19		BLKSF19		blank		blank		BLKSF19070213		1138		NA		NA		NA		<1		SH/RS		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		02-07-2013		2013		07		02		SF08		SF08		sample		grazing		SF08070213		1200		15		NA		NA		344.8		SH/RS		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		02-07-2013		2013		07		02		SF06		SF06		sample		grazing		SF06070213		1230		8.6		NA		NA		<1		SH/RS		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		02-07-2013		2013		07		02		SF07		SF07		sample		grazing		SF07070213		1237		15		NA		NA		27.9		SH/RS		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		02-07-2013		2013		07		02		DUPSF07		DUPSF07		dup		grazing		DUPSF07070213		1237		15		NA		NA		32.7		SH/RS		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		02-07-2013		2013		07		02		SF05		SF05		sample		grazing		SF05070213		1302		16.1		NA		NA		9.8		SH/RS		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		02-07-2013		2013		07		02		SF03		SF03		sample		grazing		SF03070213		1335		16.3		NA		NA		7.4		SH/RS		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		cows in corral

		02-07-2013		2013		07		02		LBBLK070213		LBBLK070213		blank		grazing		LabBlank070213		NA		NA		NA		NA		<1		SH/RS		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		02-07-2013		2013		07		02		KI03		KI03		sample		ungrazed		KI03070213		926		12.3		NA		NA		1		TS/EB		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		Horse tracks on trail, until KI03

		02-07-2013		2013		07		02		KI02		KI02		sample		ungrazed		KI02070213		954		12.8		NA		NA		2		TS/EB		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		 2 people and 3 horses on trail between KI02 and KI01, they were going fishing @ Kidder Lake

		02-07-2013		2013		07		02		KI01		KI01		sample		ungrazed		KI01070213		1104		16.2		NA		NA		8.6		TS/EB		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		02-07-2013		2013		07		02		DUPKI03		DUPKI03		dup		ungrazed		DUPKI03070213		926		12.3		NA		NA		<1		TS/EB		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		02-07-2013		2013		07		02		BLKKI01		BLKKI01		blank		ungrazed		BLKKI01070213		1107		NA		NA		NA		<1		TS/EB		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		05-07-2013		2013		07		05		SF14		SF14		sample		grazing		SF14070513		1153		18.5		NA		NA		3		SH		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		both gates closed @ trail and KNF boundary so no cattle on KNF observed

		05-07-2013		2013		07		05		BLKSF14		BLKSF14		blank		grazing		BLKSF14070513		1153		NA		NA		NA		<1		SH		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		05-07-2013		2013		07		05		MC05		MC05		sample		grazing		MC05070513		1101		20.4		NA		NA		<1		SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		1 person @ lake, 5 vehicles in parking lot; sample site 7-9" deep; 5 people arrived @ lake 2 with fishing poles; 8 vehicles @ parking lot- 6 people heading up trail; @ dam- water spilling over 1/2" to 2" average is 1"

		05-07-2013		2013		07		05		LBBLK070513		LBBLK070513		blank		grazing		LabBlank070513		1326		NA		NA		NA		<1		SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		27-08-2013		2013		08		27		KI01		KI01		sample		ungrazed		KI01082713		12:25		NA		NA		NA		34.1		TS/CC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		Forgot the thermometer, so no temp. readings on 8/27/2013

		27-08-2013		2013		08		27		KI02A		KI02		sample		ungrazed		KI02A082713		11:14		NA		NA		NA		<1		TS/CC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		moved the site up stream 10 feet due to no running water, now KI02A

		27-08-2013		2013		08		27		KI03		KI03		sample		ungrazed		KI03082713		10:32		NA		NA		NA		2		TS/CC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		27-08-2013		2013		08		27		DUPKI03		DUPKI03		dup		ungrazed		DUPKI03082713		10:32		NA		NA		NA		2		TS/CC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		27-08-2013		2013		08		27		BLKKI02A		BLKKI02A		blank		ungrazed		BLKKI02A082713		11:14		NA		NA		NA		<1		TS/CC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		27-08-2013		2013		08		27		MC08		MC08		sample		grazing		MC08082713		10:50		10.2		NA		NA		36.4		SH/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		meadow has been light to moderate grazed/trampled, watering hole below MC08 utilized by cattle

		27-08-2013		2013		08		27		MC07		MC07		sample		grazing		MC07082713		11:12		15.4		NA		NA		986.3		SH/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		outlet gone surface; sample in pool 5-6" water shallow; sample has organic matter-did not touch bottom. Sample taken next pool

		27-08-2013		2013		08		27		MC06B		MC06		sample		grazing		MC06B082713		11:34		12.2		NA		NA		90.8		SH/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		stock feces on trail. Moved sample 50 ft up

		27-08-2013		2013		08		27		MC05		MC05		sample		grazing		MC05082713		11:53		16.9		NA		NA		14.4		SH/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		plenty of flow, high temp. though

		27-08-2013		2013		08		27		MC04A		MC04		sample		grazing		MC04A082713		12:30		14.9		NA		NA		>2419.6		SH/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		5.5" deep. Moved 75 ft up. Ocular est. mesic (wetter areas) 35%, drier area 15% ulitization

		27-08-2013		2013		08		27		MC09		MC09		sample		ungrazed		MC09082713		13:39		12		NA		NA		9.7		SH/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		woodcutting camp on RR 50 ft up

		27-08-2013		2013		08		27		DUPMC08		DUPMC08		dup		grazing		DUPMC080827		10:50		NA		NA		NA		31.1		SH/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		27-08-2013		2013		08		27		BLKMC04		BLKMC04		blank		grazing		BLKMC04082713		12:30		NA		NA		NA		<1		SH/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		27-08-2013		2013		08		27		SF14		SF14		sample		grazing		SF14082713		10:20		16.6		NA		NA		86.5		EB/KH		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		27-08-2013		2013		08		27		SF16		SF16		sample		grazing		SF16082713		11:15		15.2		NA		NA		43.5		EB/KH		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		27-08-2013		2013		08		27		SF11B		SF11		sample		grazing		SF11B082713		12:10		13		NA		NA		41.1		EB/KH		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		10 cattle, sampled 30 ft below site for flow

		27-08-2013		2013		08		27		SF10		SF10		sample		grazing		SF10082713		12:30		11.2		NA		NA		365.4		EB/KH		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		27-08-2013		2013		08		27		SF19		SF19		sample		grazing		SF19082713		13:00		13.2		NA		NA		1986.3		EB/KH		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		6 cattle at site, 2 crossed creek at site

		27-08-2013		2013		08		27		SF08		SF08		sample		grazing		SF08082713		13:15		13.6		NA		NA		6.3		EB/KH		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		27-08-2013		2013		08		27		SF18		SF18		sample		ungrazed		SF18082713		13:30		11.2		NA		NA		7.4		EB/KH		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		27-08-2013		2013		08		27		SF07		SF07		sample		grazing		SF07082713		14:00		13.9		NA		NA		46.5		EB/KH		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		cow pie next to creek

		27-08-2013		2013		08		27		SF06		SF06		sample		grazing		SF06082713		14:20		8.1		NA		NA		3.1		EB/KH		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		27-08-2013		2013		08		27		SF05		SF05		sample		grazing		SF05082713		14:45		14.3		NA		NA		48.1		EB/KH		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		27-08-2013		2013		08		27		SF03		SF03		sample		grazing		SF03082713		15:30		13.5		NA		NA		1		EB/KH		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		27-08-2013		2013		08		27		DUPSF07		DUPSF07		dup		grazing		DUPSF07082713		14:00		13.9		NA		NA		24.3		EB/KH		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		27-08-2013		2013		08		27		BLKSF03		BLKSF03		blank		grazing		BLKSF03082713		15:30		13.5		NA		NA		<1		EB/KH		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		04-09-2013		2013		09		04		KI01		KI01		sample		ungrazed		KI01090413		11:56		14		NA		NA		4.1		TC/CC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		04-09-2013		2013		09		04		KI02A		KI02		sample		ungrazed		KI02A090413		10:52		11.7		NA		NA		<1		TC/CC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		04-09-2013		2013		09		04		KI03		KI03		sample		ungrazed		KI03090413		10:27		10.3		NA		NA		<1		TC/CC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		04-09-2013		2013		09		04		DUPKI02A		DUPKI02A		dup		ungrazed		DUPKI02A090413		10:52		11.7		NA		NA		<1		TC/CC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		04-09-2013		2013		09		04		BLKKI03		BLKKI03		blank		ungrazed		BLKKI03090413		10:27		10.3		NA		NA		<1		TC/CC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		03-09-2013		2013		09		03		MC08		MC08		sample		grazing		MC08090313		10:45		10.8		NA		NA		13.4		KH/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		flow slowing down, particulates in water column; heavy to light grazing (S.Chase) old cow pie

		03-09-2013		2013		09		03		MC07		MC07		sample		grazing		MC07090313		11:05		13.9		NA		NA		101		KH/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		water depth at site 5 1/2"

		03-09-2013		2013		09		03		MC06		MC06		sample		grazing		MC06090313		11:30		11.7		NA		NA		9.8		KH/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		03-09-2013		2013		09		03		MC05		MC05		sample		grazing		MC05090313		12:08		15.4		NA		NA		214.2		KH/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		03-09-2013		2013		09		03		MC04		MC04		sample		grazing		MC04090313		12:45		21.6		NA		NA		184.7		KH/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		depth of site = 5 1/2"; dry veg 40% utilization, wet veg 6-20% utilization

		03-09-2013		2013		09		03		MC09		MC09		sample		ungrazed		MC09090313		14:10		13.2		NA		NA		7.5		KH/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		thermometer started acting up

		03-09-2013		2013		09		03		DUPMC04		DUPMC04		dup		grazing		DUPMC04090313		12:45		21.6		NA		NA		1299.7		KH/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		03-09-2013		2013		09		03		BLKMC09		BLKMC09		blank		ungrazed		BLKMC09090313		14:10		13.12		NA		NA		<1		KH/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		03-09-2013		2013		09		03		SF14		SF14		sample		grazing		SF14090313		9:30		16.3		NA		NA		5.2		KW/EB		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		(M) flow

		03-09-2013		2013		09		03		SF16		SF16		sample		grazing		SF16090313		10:30		14.3		NA		NA		95.9		KW/EB		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		(M) flow

		03-09-2013		2013		09		03		SF11B		SF11		sample		grazing		SF11B090313		11:17		12.6		NA		NA		51.2		KW/EB		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		heavy grazing activities above site slow and low flow difficult to take sample

		03-09-2013		2013		09		03		SF10		SF10		sample		grazing		SF10090313		11:40		11.1		NA		NA		172.3		KW/EB		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		low flow

		03-09-2013		2013		09		03		SF19		SF19		sample		grazing		SF19090313		12:00		12.7		NA		NA		139.6		KW/EB		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		normal flow

		03-09-2013		2013		09		03		SF08		SF08		sample		grazing		SF08090313		12:30		14.5		NA		NA		14.6		KW/EB		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		medium flow

		03-09-2013		2013		09		03		SF18		SF18		sample		ungrazed		SF18090313		12:47		11.7		NA		NA		1		KW/EB		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		low flow, 7 cows below site

		03-09-2013		2013		09		03		SF07		SF07		sample		grazing		SF07090313		13:30		13.4		NA		NA		68.9		KW/EB		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		(M) flow

		03-09-2013		2013		09		03		SF06		SF06		sample		grazing		SF06090313		13:46		8.1		NA		NA		<1		KW/EB		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		03-09-2013		2013		09		03		SF05		SF05		sample		grazing		SF05090313		14:11		13.8		NA		NA		47.3		KW/EB		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		03-09-2013		2013		09		03		SF03		SF03		sample		grazing		SF03090313		14:42		13.6		NA		NA		3.1		KW/EB		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		03-09-2013		2013		09		03		DUPSF19		DUPSF19		dup		grazing		DUPSF19090313		12:00		12.7		NA		NA		111.2		KW/EB		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		03-09-2013		2013		09		03		BLKSF07		BLKSF07		blank		grazing		BLK07090313		13:30		13.4		NA		NA		<1		KW/EB		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		10-09-2013		2013		09		10		KI03		KI03		sample		ungrazed		KI03091013		10:35		10.1		NA		NA		<1		TS/CC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		2 trucks at trailhead; horses-not sure how many

		10-09-2013		2013		09		10		KI02A		KI02		sample		ungrazed		KI02A091013		11:00		11.2		NA		NA		<1		TS/CC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		10-09-2013		2013		09		10		KI01		KI01		sample		ungrazed		KI1091013		12:05		13.1		NA		NA		6.3		TS/CC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		10-09-2013		2013		09		10		DUPKI01		DUPKI01		dup		ungrazed		DUPKI01091013		12:05		13.1		NA		NA		5.2		TS/CC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		10-09-2013		2013		09		10		BLKKI02A		BLKKI02A		blank		ungrazed		BLKKI02A091013		11:00		NA		NA		NA		<1		TS/CC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		10-09-2013		2013		09		10		MC08		MC08		sample		grazing		MC08091013		11:18		11.1		NA		NA		17.3		SM/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		cows sited below below site, ocular estimate 35%; general:  cows are more spread out through allotment than last week.

		10-09-2013		2013		09		10		MC07		MC07		sample		grazing		MC07091013		11:33		18.4		NA		NA		113		SM/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		10-09-2013		2013		09		10		MC06		MC06		sample		grazing		MC06091013		11:56		14.1		NA		NA		112.6		SM/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		some particulants in water H2O; pool velocity slow, but moving, not disconnected, several fish and a frog in pool

		10-09-2013		2013		09		10		MC05		MC05		sample		grazing		MC05091013		12:20		17.8		NA		NA		128.9		SM/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		10-09-2013		2013		09		10		MC04		MC04		sample		grazing		MC04091013		12:57		15.2		NA		NA		980.4		SM/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		water H2O depth 5 1/2",  drier 45%-50% , wetter 35%, both ocular estimates, bank alternation near sight, photo 41

		10-09-2013		2013		09		10		MC09		MC09		sample		ungrazed		MC09091013		14:08		11.8		NA		NA		27.9		SM/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		10-09-2013		2013		09		10		DUPMC04		DUPMC04		dup		grazing		DUPMC04091013		12:57		15.2		NA		NA		1299.7		SM/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		10-09-2013		2013		09		10		BLKMC07		BLKMC07		blank		grazing		BLKMC07091013		11:33		NA		NA		NA		<1		SM/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		10-09-2013		2013		09		10		SF14		SF14		sample		grazing		SF14091013		9:32		16.1		NA		NA		165.8		EB/AW		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		(M) flow

		10-09-2013		2013		09		10		SF16		SF16		sample		grazing		SF16091013		10:20		13.8		NA		NA		21.6		EB/AW		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		(M) flow

		10-09-2013		2013		09		10		SF11B		SF11		sample		grazing		SF11B091013		11:05		10.9		NA		NA		4.1		EB/AW		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		took sample 30 ft downstream

		10-09-2013		2013		09		10		SF10		SF10		sample		grazing		SF10091013		11:39		9.7		NA		NA		56.3		EB/AW		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		(S) flow and low water

		10-09-2013		2013		09		10		SF19		SF19		sample		grazing		SF19091013		11:54		13		NA		NA		21.3		EB/AW		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		(M) flow

		10-09-2013		2013		09		10		SF08		SF08		sample		grazing		SF08091013		12:11		13.3		NA		NA		2		EB/AW		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		(M) flow

		10-09-2013		2013		09		10		SF18		SF18		sample		ungrazed		SF18091013		12:26		11		NA		NA		49.5		EB/AW		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		(M) flow

		10-09-2013		2013		09		10		SF07		SF07		sample		grazing		SF07091013		12:55		12.7		NA		NA		16		EB/AW		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		(M) flow

		10-09-2013		2013		09		10		SF06		SF06		sample		grazing		SF06091013		13:12		8.6		NA		NA		4.1		EB/AW		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		10-09-2013		2013		09		10		SF05		SF05		sample		grazing		SF05091013		13:38		12.9		NA		NA		150		EB/AW		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		cows up and downstream of site

		10-09-2013		2013		09		10		SF03		SF03		sample		grazing		SF03091013		14:09		12.4		NA		NA		10.8		EB/AW		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		2 deer upstream

		10-09-2013		2013		09		10		DUPSF16		DUPSF16		dup		grazing		DUPSF16091013		10:20		13.8		NA		NA		20.9		EB/AW		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		10-09-2013		2013		09		10		BLKSF07		BLKSF07		blank		grazing		BLKSF07091013		12:55		NA		NA		NA		<1		EB/AW		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		17-09-2013		2013		09		17		KI03		KI03		sample		ungrazed		KI03091713		9:48		10		NA		NA		3.1		SH/CC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		17-09-2013		2013		09		17		KI02A		KI02		sample		ungrazed		KI02A091713		10:17		11.3		NA		NA		<1		SH/CC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		17-09-2013		2013		09		17		KI01		KI01		sample		ungrazed		KI01091713		11:38		12.1		NA		NA		2		SH/CC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		17-09-2013		2013		09		17		DUPKI01		DUPKI01		dup		ungrazed		DUPKI01091713		11:38		12.1		NA		NA		6.3		SH/CC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		17-09-2013		2013		09		17		BLKKI03		BLKKI03		blank		ungrazed		BLKKI03091713		9:48		10		NA		NA		<1		SH/CC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		17-09-2013		2013		09		17		MC08		MC08		sample		grazing		MC08091713		11:08		9.6		NA		NA		32.3		KH/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		cows have moved in & out; cow pie near site.  General:  recent cattle presence seen at trailhead road; cattle observed near trailhead.  Permitee, Rick Hayden, commented that 6-8 cows headed home via Callahan last week.  In general, they are headed down to lower elevations.  We observed about a dozen cattle in the meadow above the falls.  Elevation of lake appears lower.

		17-09-2013		2013		09		17		MC07		MC07		sample		grazing		MC07091713		11:30		12.2		NA		NA		95.9		KH/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		spoke with permit holder-Hayden

		17-09-2013		2013		09		17		MC05		MC05		sample		grazing		MC05091713		12:00		14.9		NA		NA		124.6		KH/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		sample has some algae in it

		17-09-2013		2013		09		17		MC04		MC04		sample		grazing		MC04091713		12:45		11.6		NA		NA		1299.7		KH/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		frogs (pic #14), fresh and old cow patties; gazing up 5-10% from previous week (sc) @ MC04

		17-09-2013		2013		09		17		MC09		MC09		sample		ungrazed		MC09091713		14:00		10.3		NA		NA		10.8		KH/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		17-09-2013		2013		09		17		DUPMC04		DUPMC04		dup		grazing		DUPMC04091713		12:45		11.6		NA		NA		980.4		KH/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		17-09-2013		2013		09		17		BLKMC07		BLKMC07		blank		grazing		BLKMC07091713		11:45		10.1		NA		NA		<1		KH/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		17-09-2013		2013		09		17		MC06		MC06		sample		grazing		MC06091713		11:45		10.1		NA		NA		56.3		KH/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		17-09-2013		2013		09		17		SF14		SF14		sample		grazing		SF14091713		9:34		15.3		NA		NA		88.8		SMc/EB		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		17-09-2013		2013		09		17		SF16		SF16		sample		grazing		SF16091713		 10:40		12		NA		NA		178.2		SMc/EB		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		dead fish sampling location, cattle have crossed location previously, small rock dam in front of sampling area, campers @ lake (2)?

		17-09-2013		2013		09		17		SF11B		SF11		sample		grazing		SF11B91713		11:25		11.1		NA		NA		50.4		SMc/EB		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		30 ft downstream from SF11B, taken @ same location as last week

		17-09-2013		2013		09		17		SF10C		SF10		sample		grazing		SF10C091713		11:56		9.8		NA		NA		111.2		SMc/EB		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		30 ft downstream from last week, 60 ft from original gps: 41.544444,w 123.09959

		17-09-2013		2013		09		17		SF19		SF19		sample		grazing		SF19091713		12:16		10.3		NA		NA		83.3		SMc/EB		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		17-09-2013		2013		09		17		SF08		SF08		sample		grazing		SF08091713		12:45		11.5		NA		NA		7.4		SMc/EB		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		17-09-2013		2013		09		17		SF18		SF18		sample		ungrazed		SF18091713		13:02		10.2		NA		NA		16		SMc/EB		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		10 head near site

		17-09-2013		2013		09		17		SF07		SF07		sample		grazing		SF07091713		13:32		11.5		NA		NA		74.9		SMc/EB		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		17-09-2013		2013		09		17		SF06		SF06		sample		grazing		SF06091713		13:40		7.3		NA		NA		20.6		SMc/EB		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		17-09-2013		2013		09		17		SF05		SF05		sample		grazing		SF05091713		14:08		11		NA		NA		2419.6		SMc/EB		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		10 head near site & crossed creek prior to getting sample

		17-09-2013		2013		09		17		SF03		SF03		sample		grazing		SF03091713		14:40		11.1		NA		NA		27.5		SMc/EB		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		1 car at trailhead

		17-09-2013		2013		09		17		DUPSF03		DUPSF03		dup		grazing		DUPSF03091713		14:40		11.1		NA		NA		22.8		SMc/EB		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		17-09-2013		2013		09		17		BLKSF19		BLKSF19		blank		grazing		BLKSF19091713		12:16		NA		NA		NA		<1		SMc/EB		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		24-09-2013		2013		09		24		KI03		KI03		sample		ungrazed		KI03032413		12:24		10.3		NA		NA		33.2		SH/AW		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		General:  flows were a few inches higher, due to rainstorm this past weekend. Nothing unusual noted.

		24-09-2013		2013		09		24		KI02A		KI02		sample		ungrazed		KI02A092413		12:53		9.3		NA		NA		69.7		SH/AW		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		24-09-2013		2013		09		24		KI01		KI01		sample		ungrazed		KI01092413		14:26		10.1		NA		NA		5.2		SH/AW		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		24-09-2013		2013		09		24		DUPKI02A		DUPKI02A		dup		ungrazed		DUPKI02A092413		12:53		9.3		NA		NA		88		SH/AW		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		24-09-2013		2013		09		24		BLKKI01		BLKKI01		blank		ungrazed		BLKKI01092413		14:26		NA		NA		NA		<1		SH/AW		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		24-09-2013		2013		09		24		MC08		MC08		sample		grazing		MC08092413		11:30		7.6		NA		NA		9.6		KH/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		cowpies; Upper East Boulder Lake level up since rain. General:  Steve Chase plans to return to grazing alltoment 9/27 for utilization checks.  Upper Boulder Lake water level up.  E. Boulder slightly low level. Top MC06 still substrate (?).  No cows seen in Upper Basin today.  Observed about a dozen heading down the road.

		24-09-2013		2013		09		24		MC07		MC07		sample		grazing		MC07092413		11:55		11.5		NA		NA		6.2		KH/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		deer prints/cowpies near site, outlet  still goes sub surface

		24-09-2013		2013		09		24		MC06		MC06		sample		grazing		MC06092413		12:10		9.5		NA		NA		12.1		KH/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		24-09-2013		2013		09		24		MC05		MC05		sample		grazing		MC05092413		12:30		13.1		NA		NA		10.8		KH/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		24-09-2013		2013		09		24		MC04		MC04		sample		grazing		MC04092413		13:00		11.6		NA		NA		461.1		KH/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		cowpies-fresh and old near site, sample is 5 1/2 inches deep

		24-09-2013		2013		09		24		MC09		MC09		sample		ungrazed		MC09092413		14:25		8.3		NA		NA		14.8		KH/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		24-09-2013		2013		09		24		DUPMC06		DUPMC06		dup		grazing		DUPMC06092413		12:10		9.5		NA		NA		10.8		KH/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		24-09-2013		2013		09		24		BLKMC05		BLKMC05		blank		grazing		BLKMC05092413		12:30		3.5		NA		NA		<1		KH/SC		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		24-09-2013		2013		09		24		SF14		SF14		sample		grazing		SF14092413		9:40		11.4		NA		NA		64.4		TS/EB		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		24-09-2013		2013		09		24		SF16		SF16		sample		grazing		SF16092413		10:30		9.2		NA		NA		17.1		TS/EB		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		24-09-2013		2013		09		24		SF11B		SF11		sample		grazing		SF11B092413		11:16		8.7		NA		NA		461.1		TS/EB		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		10 cows below site in meadow

		24-09-2013		2013		09		24		SF10		SF10		sample		grazing		SF10092413		11:39		8.3		NA		NA		292.4		TS/EB		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		24-09-2013		2013		09		24		SF19		SF19		sample		grazing		SF19092413		11:56		7.7		NA		NA		107.6		TS/EB		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		24-09-2013		2013		09		24		SF08		SF08		sample		grazing		SF08092413		12:15		8.5		NA		NA		41.4		TS/EB		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		24-09-2013		2013		09		24		SF18		SF18		sample		ungrazed		SF18092413		12:31		7.9		NA		NA		10.9		TS/EB		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		24-09-2013		2013		09		24		SF07		SF07		sample		grazing		SF07092413		13:02		9.8		NA		NA		360.9		TS/EB		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		24-09-2013		2013		09		24		SF06		SF06		sample		grazing		SF06092413		13:10		7.2		NA		NA		2		TS/EB		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		2 cows below site/more on other

		24-09-2013		2013		09		24		SF05		SF05		sample		grazing		SF05092413		13:40		9.6		NA		NA		344.8		TS/EB		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		8 cows above site in meadow

		24-09-2013		2013		09		24		SF03		SF03		sample		grazing		SF03092413		14:20		9.3		NA		NA		35.9		TS/EB		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data		2 + 3 cows at corral trailhead/ 6 cows in parking lot at trailhead

		24-09-2013		2013		09		24		DUPSF11B		DUPSF11B		dup		grazing		DUPSF11B092413		11:16		8.7		NA		NA		648.8		TS/EB		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		24-09-2013		2013		09		24		BLKSF03		BLKSF03		blank		grazing		BLKSF03092413		14:20		NA		NA		NA		40.4		TS/EB		2013_Grazing_FinalQA-QC_Sue_121513.xls/Raw Data

		26-08-2014		2014		08		26		MC08		MC08		sample		grazing		MC08082614		12:05		13.3		NA		46		275.5		S.H, A. W, I. W		Grazing data sheet 2014.xlsx/Sheet 1		1 Small false positive

		26-08-2014		2014		08		26		MC07		MC07		sample		grazing		MC07082614		12:22		17.8		NA		613.1		866.4		S.H, A. W, I. W		Grazing data sheet 2014.xlsx/Sheet 1

		26-08-2014		2014		08		26		MC06		MC06		sample		grazing		MC06082614		12:36		15.6		NA		122.3		275.5		S.H, A. W, I. W		Grazing data sheet 2014.xlsx/Sheet 1

		26-08-2014		2014		08		26		BLKMC06		BLKMC06		blank		grazing		BLKMC06082614		12:36		NA		NA		<1		<1		S.H, A. W, I. W		Grazing data sheet 2014.xlsx/Sheet 1

		26-08-2014		2014		08		26		MC05		MC05		sample		grazing		MC05082614		13:33		13.3		NA		<1		248.1		S.H, A. W, I. W		Grazing data sheet 2014.xlsx/Sheet 1

		26-08-2014		2014		08		26		MC04		MC04		sample		grazing		MC04082614		14:30		12.8		NA		7.4		69.7		S.H, A. W, I. W		Grazing data sheet 2014.xlsx/Sheet 1

		26-08-2014		2014		08		26		MC09		MC09		dup		ungrazed		MC09082614		14:30		12.8		NA		49.5		52.1		S.H, A. W, I. W		Grazing data sheet 2014.xlsx/Sheet 1		2 Large false positives

		26-08-2014		2014		08		26		DUPMC09		DUPMC09		dup		grazing		DUPMC09082614		13:00		19.6		NA		74.9		78.9		S.H, A. W, I. W		Grazing data sheet 2014.xlsx/Sheet 1		1 Large false positive

		02-09-2014		2014		09		02		MC08		MC08		sample		grazing		MC08090214		12:02		12.9		NA		57.6		435.2		S.H, A.W		Grazing data sheet 2014.xlsx/Sheet 1		1 Small false positive

		02-09-2014		2014		09		02		DUPMC08		DUPMC08		dup		grazing		MC08090214DUP		12:02		12.9		NA		50.4		307.6		S.H, A.W		Grazing data sheet 2014.xlsx/Sheet 1		4 Small false positives

		02-09-2014		2014		09		02		MC07		MC07		sample		grazing		MC07090214		12:20		17.2		NA		214.2		1299.7		S.H, A.W		Grazing data sheet 2014.xlsx/Sheet 1

		02-09-2014		2014		09		02		MC06		MC06		sample		grazing		MC06090214		12:35		15.4		NA		29.5		165.8		S.H, A.W		Grazing data sheet 2014.xlsx/Sheet 1

		02-09-2014		2014		09		02		MC05		MC05		sample		grazing		MC05090214		12:50		19.7		NA		49.2		648.8		S.H, A.W		Grazing data sheet 2014.xlsx/Sheet 1

		02-09-2014		2014		09		02		BLKMC05		BLKMC05		blank		grazing		MC05090214BLK		12:50		NA		NA		<1		<1		S.H, A.W		Grazing data sheet 2014.xlsx/Sheet 1

		02-09-2014		2014		09		02		MC04		MC04		sample		grazing		MC04090214		13:30		13.3		NA		461.1		866.4		S.H, A.W		Grazing data sheet 2014.xlsx/Sheet 1		1 Small false positive

		02-09-2014		2014		09		02		MC09		MC09		sample		ungrazed		MC09090214		14:30		12.3		NA		30.9		30.9		S.H, A.W		Grazing data sheet 2014.xlsx/Sheet 1

		09-09-2014		2014		09		09		MC08		MC08		sample		grazing		MC08090914		9:48		7.8		NA		16.5		21		S.H, A. W, I. W		Grazing data sheet 2014.xlsx/Sheet 1		8 Large false positives

		09-09-2014		2014		09		09		DUPMC08		DUPMC08		dup		grazing		DUPMC08090914		9:48		7.8		NA		8		15.5		S.H, A. W, I. W		Grazing data sheet 2014.xlsx/Sheet 1		11 Large and 3 Small false positives

		09-09-2014		2014		09		09		MC07		MC07		sample		grazing		MC07090914		9:59		12.8		NA		17.3		139.1		S.H, A. W, I. W		Grazing data sheet 2014.xlsx/Sheet 1

		09-09-2014		2014		09		09		BLKMC07		BLKMC07		blank		grazing		BLKMC07090914		9:59		NA		NA		<1		<1		S.H, A. W, I. W		Grazing data sheet 2014.xlsx/Sheet 1

		09-09-2014		2014		09		09		MC06		MC06		sample		grazing		MC06090914		10:14		8.4		NA		27.5		40.8		S.H, A. W, I. W		Grazing data sheet 2014.xlsx/Sheet 1

		09-09-2014		2014		09		09		MC05		MC05		sample		grazing		MC05090914		10:27		14.5		NA		15.1		64.4		S.H, A. W, I. W		Grazing data sheet 2014.xlsx/Sheet 1

		09-09-2014		2014		09		09		MC04		MC04		sample		grazing		MC04090914		10:46		8		NA		31.3		39.9		S.H, A. W, I. W		Grazing data sheet 2014.xlsx/Sheet 1

		09-09-2014		2014		09		09		MC09		MC09		sample		ungrazed		MC09090914		11:34		9.2		NA		14.2		14.2		S.H, A. W, I. W		Grazing data sheet 2014.xlsx/Sheet 1

		16-09-2014		2014		09		16		MC08		MC08		sample		grazing		MC08091614		10:35		8.5		NA		17.5		18.9		S.H, A. W, I. W		Grazing data sheet 2014.xlsx/Sheet 1		3 Large false positives

		16-09-2014		2014		09		16		MC07		MC07		sample		grazing		MC07091614		10:50		9.5		NA		10.8		15.2		S.H, A. W, I. W		Grazing data sheet 2014.xlsx/Sheet 1

		16-09-2014		2014		09		16		MC06		MC06		sample		grazing		MC06091614		10:58		9.6		NA		57.3		62		S.H, A. W, I. W		Grazing data sheet 2014.xlsx/Sheet 1

		16-09-2014		2014		09		16		MC05		MC05		sample		grazing		MC05091614		11:15		12		NA		1		9.5		S.H, A. W, I. W		Grazing data sheet 2014.xlsx/Sheet 1

		16-09-2014		2014		09		16		BLKMC05		BLKMC05		blank		grazing		BLKMC051614		11:15		NA		NA		<1		<1		S.H, A. W, I. W		Grazing data sheet 2014.xlsx/Sheet 1

		16-09-2014		2014		09		16		MC04		MC04		sample		grazing		MC04091614		11:45		8.6		NA		20.3		42		S.H, A. W, I. W		Grazing data sheet 2014.xlsx/Sheet 1

		16-09-2014		2014		09		16		DUPMC04		DUPMC04		dup		grazing		DUPMC04091614		11:45		8.6		NA		14.6		28.8		S.H, A. W, I. W		Grazing data sheet 2014.xlsx/Sheet 1

		16-09-2014		2014		09		16		MC09		MC09		sample		ungrazed		MC09091614		13:00		11		NA		6.3		6.3		S.H, A. W, I. W		Grazing data sheet 2014.xlsx/Sheet 1

		23-09-2014		2014		09		23		MC08		MC08		sample		grazing		MC08092314		11.:58		10.5		NA		2		3		S.H, A. W, I. W		Grazing data sheet 2014.xlsx/Sheet 1

		23-09-2014		2014		09		23		BLKMC08		BLKMC08		blank		grazing		BLKMC08092314		12:01		0		NA		<1		<1		S.H, A. W, I. W		Grazing data sheet 2014.xlsx/Sheet 1

		23-09-2014		2014		09		23		MC07		MC07		sample		grazing		MC07092314		12:13		12.8		NA		1299.7		1413.6		S.H, A. W, I. W		Grazing data sheet 2014.xlsx/Sheet 1

		23-09-2014		2014		09		23		DUPMC07		DUPMC07		dup		grazing		DUPMC07092314		12:13		12.8		NA		980.4		1119.9		S.H, A. W, I. W		Grazing data sheet 2014.xlsx/Sheet 1

		23-09-2014		2014		09		23		MC06		MC06		sample		grazing		MC06092314		12:30		11.3		NA		19.9		22.8		S.H, A. W, I. W		Grazing data sheet 2014.xlsx/Sheet 1

		23-09-2014		2014		09		23		MC05		MC05		sample		grazing		MC05092314		12:40		13.3		NA		9.8		22.4		S.H, A. W, I. W		Grazing data sheet 2014.xlsx/Sheet 1

		23-09-2014		2014		09		23		MC04		MC04		sample		grazing		MC04092314		13:10		12.1		NA		32.3		37.9		S.H, A. W, I. W		Grazing data sheet 2014.xlsx/Sheet 1

		23-09-2014		2014		09		23		MC09		MC09		sample		ungrazed		MC09092314		14:20		11.6		NA		11		11		S.H, A. W, I. W		Grazing data sheet 2014.xlsx/Sheet 1

		19-08-2008		2008		08		19		SRGA		SRGA		sample		ss		NA		1032		15.57		NA		63.1		NA				Longitudinal profile-2008_2009_E.coli.xls/combined_LG_Jan06_2015

		19-08-2008		2008		08		19		SCJB		SRJB		sample		ss		NA		1049		18.04		NA		9.6		NA				Longitudinal profile-2008_2009_E.coli.xls/combined_LG_Jan06_2016

		19-08-2008		2008		08		19		SCIS		SCIS		sample		ss		NA		1102		18.09		NA		9.8		NA				Longitudinal profile-2008_2009_E.coli.xls/combined_LG_Jan06_2017

		19-08-2008		2008		08		19		SCBF		SCBF		sample		ss		NA		1119		16.37		NA		9.6		NA				Longitudinal profile-2008_2009_E.coli.xls/combined_LG_Jan06_2018

		19-08-2008		2008		08		19		SCTC		SCTC		sample		ss		NA		1134		17.83		NA		30.5		NA				Longitudinal profile-2008_2009_E.coli.xls/combined_LG_Jan06_2019

		19-08-2008		2008		08		19		SCGF		SCGF		sample		ss		NA		1147		17.98		NA		48		NA				Longitudinal profile-2008_2009_E.coli.xls/combined_LG_Jan06_2020

		19-08-2008		2008		08		19		SCTG		SCTG		sample		ss		NA		1159		18.35		NA		30.5		NA				Longitudinal profile-2008_2009_E.coli.xls/combined_LG_Jan06_2021

		19-08-2008		2008		08		19		SCSP		SCSP		sample		ss		NA		1220		19.22		NA		15.8		NA				Longitudinal profile-2008_2009_E.coli.xls/combined_LG_Jan06_2022

		19-08-2008		2008		08		19		SCJO		SCJO		sample		ss		NA		1247		21.16		NA		7.5		NA				Longitudinal profile-2008_2009_E.coli.xls/combined_LG_Jan06_2023

		19-08-2008		2008		08		19		PTPB		PTPB		dup		ss		NA		1147		17.98		NA		37.9		NA				Longitudinal profile-2008_2009_E.coli.xls/combined_LG_Jan06_2024		Duplicate Sample

		14-01-2009		2009		01		14		SHRI_CAN		SHRI_CAN		sample		ss		NA		948		4.92		NA		12.1		NA				Longitudinal profile-2008_2009_E.coli.xls/combined_LG_Jan06_2025		pH not working 		0.459

		14-01-2009		2009		01		14		SHRI_SAL		SHRI_SAL		sample		ss		NA		1228		5.06		NA		18.7		NA				Longitudinal profile-2008_2009_E.coli.xls/combined_LG_Jan06_2026		pH not working 		0.463

		14-01-2009		2009		01		14		PTPB		PTPB		dup		ss		NA		949		4.92		NA		7.5		NA				Longitudinal profile-2008_2009_E.coli.xls/combined_LG_Jan06_2027		pH not working 		0.459

		14-01-2009		2009		01		14		PTPB		PTPB		dup		ss		NA		1228		5.06		NA		17.3		NA				Longitudinal profile-2008_2009_E.coli.xls/combined_LG_Jan06_2028		pH not working 		0.463

		29-01-2009		2009		01		29		SRGA		SRGA		sample		ss		NA		929		4.35		NA		3.1		NA				Longitudinal profile-2008_2009_E.coli.xls/combined_LG_Jan06_2029				0.228

		29-01-2009		2009		01		29		SCJB		SRJB		sample		ss		NA		942		4.21		NA		2		NA				Longitudinal profile-2008_2009_E.coli.xls/combined_LG_Jan06_2030				0.166

		29-01-2009		2009		01		29		SCIS		SCIS		sample		ss		NA		949		4.19		NA		2		NA				Longitudinal profile-2008_2009_E.coli.xls/combined_LG_Jan06_2031				0.231

		29-01-2009		2009		01		29		SCBF		SCBF		sample		ss		NA		959		3.99		NA		3.1		NA				Longitudinal profile-2008_2009_E.coli.xls/combined_LG_Jan06_2032				0.222

		29-01-2009		2009		01		29		SCTC		SCTC		sample		ss		NA		1010		4.04		NA		2		NA				Longitudinal profile-2008_2009_E.coli.xls/combined_LG_Jan06_2033				0.211

		29-01-2009		2009		01		29		SCGF		SCGF		sample		ss		NA		1019		4.06		NA		1		NA				Longitudinal profile-2008_2009_E.coli.xls/combined_LG_Jan06_2034				0.215

		29-01-2009		2009		01		29		SCTG		SCTG		sample		ss		NA		1028		4.06		NA		1		NA				Longitudinal profile-2008_2009_E.coli.xls/combined_LG_Jan06_2035				0.226

		29-01-2009		2009		01		29		SCSP		SCSP		sample		ss		NA		1045		4.11		NA		<1		NA				Longitudinal profile-2008_2009_E.coli.xls/combined_LG_Jan06_2036				0.226

		29-01-2009		2009		01		29		SCJO		SCJO		sample		ss		NA		1115		4.21		NA		<1		NA				Longitudinal profile-2008_2009_E.coli.xls/combined_LG_Jan06_2037				0.236

		29-01-2009		2009		01		29		PTPB		PTPB		dup		ss		NA		1045		4.11		NA		1		NA				Longitudinal profile-2008_2009_E.coli.xls/combined_LG_Jan06_2038		Duplicate sample		0.226

		29-01-2009		2009		01		29		SFSC		SRSF		sample		ss		NA		925		NA		NA		2		NA				Longitudinal profile-2008_2009_E.coli.xls/combined_LG_Jan06_2039		No W.Q. measurements

		29-01-2009		2009		01		29		EFSR		SREF		sample		ss		NA		937		NA		NA		1		NA				Longitudinal profile-2008_2009_E.coli.xls/combined_LG_Jan06_2040		No W.Q. measurements

		29-01-2009		2009		01		29		KANG		KANG		sample		ss		NA		1007		NA		NA		<1		NA				Longitudinal profile-2008_2009_E.coli.xls/combined_LG_Jan06_2041		No W.Q. measurements

		29-01-2009		2009		01		29		PTPB		PTPB		dup		ss		NA		937		NA		NA		1		NA				Longitudinal profile-2008_2009_E.coli.xls/combined_LG_Jan06_2042		Duplicate sample

		29-06-2011		2011		06		29		MC1		MC01		sample		grazing		NA		14:30		NA		NA		12		9		NA		Tate_2011_revised.xlsx		took duplicate here

		29-06-2011		2011		06		29		MC2		MC02		sample		grazing		NA		14:12		NA		NA		15		14		NA		Tate_2011_revised.xlsx

		29-06-2011		2011		06		29		MC3		MC03		sample		grazing		NA		13:52		NA		NA		18		16		NA		Tate_2011_revised.xlsx

		29-06-2011		2011		06		29		MC4		MC04		sample		grazing		NA		13:42		NA		NA		5		6		NA		Tate_2011_revised.xlsx

		29-06-2011		2011		06		29		MC5		MC05		sample		grazing		NA		NA		NA		NA		snow		snow		NA		Tate_2011_revised.xlsx		under snow

		29-06-2011		2011		06		29		MC6		MC06		sample		grazing		NA		NA		NA		NA		snow		snow		NA		Tate_2011_revised.xlsx		under snow

		29-06-2011		2011		06		29		MC7		MC07		sample		grazing		NA		NA		NA		NA		snow		snow		NA		Tate_2011_revised.xlsx		under snow

		29-06-2011		2011		06		29		MC8		MC08		sample		grazing		NA		NA		NA		NA		snow		snow		NA		Tate_2011_revised.xlsx		under snow

		29-06-2011		2011		06		29		SF1		SF01		sample		grazing		NA		14:50		NA		NA		10		19		NA		Tate_2011_revised.xlsx		high flow

		29-06-2011		2011		06		29		SF2		SF02		sample		grazing		NA		14:45		NA		NA		7		14		NA		Tate_2011_revised.xlsx

		29-06-2011		2011		06		29		SF3		SF03		sample		grazing		NA		14:05		NA		NA		3		13		NA		Tate_2011_revised.xlsx

		29-06-2011		2011		06		29		SF4		SF04		sample		grazing		NA		14:05		NA		NA		11		5		NA		Tate_2011_revised.xlsx

		29-06-2011		2011		06		29		SF5		SF05		sample		grazing		NA		13:25		NA		NA		13		12		NA		Tate_2011_revised.xlsx		high flow

		29-06-2011		2011		06		29		SF6		SF06		sample		grazing		NA		13:05		NA		NA		0		0		NA		Tate_2011_revised.xlsx		high flow

		29-06-2011		2011		06		29		SF7		SF07		sample		grazing		NA		12:58		NA		NA		10		10		NA		Tate_2011_revised.xlsx		High flow

		29-06-2011		2011		06		29		SF8		SF08		sample		grazing		NA		12:16		NA		NA		8		12		NA		Tate_2011_revised.xlsx		high flow

		29-06-2011		2011		06		29		SF9		SF09		sample		grazing		NA		12:04		NA		NA		0		1		NA		Tate_2011_revised.xlsx		high flow

		29-06-2011		2011		06		29		SF10		SF10		sample		grazing		NA		11:40		NA		NA		12		13		NA		Tate_2011_revised.xlsx		high flow

		29-06-2011		2011		06		29		SF11		SF11		sample		grazing		NA		11:15		NA		NA		8		13		NA		Tate_2011_revised.xlsx		High flow

		29-06-2011		2011		06		29		SF12		SF12		sample		grazing		NA		NA		NA		NA		snow		snow		NA		Tate_2011_revised.xlsx		snow

		29-06-2011		2011		06		29		SF13		SF13		sample		grazing		NA		NA		NA		NA		snow		snow		NA		Tate_2011_revised.xlsx		snow

		29-06-2011		2011		06		29		SF14		SF14		sample		grazing		NA		11:36		NA		NA		1		0		NA		Tate_2011_revised.xlsx		High flow

		29-06-2011		2011		06		29		SF15		SF15		sample		grazing		NA		11:24		NA		NA		0		0		NA		Tate_2011_revised.xlsx		Shallow stream

		29-06-2011		2011		06		29		SF16		SF16		sample		grazing		NA		NA		NA		NA		snow		snow		NA		Tate_2011_revised.xlsx		under snow

		29-06-2011		2011		06		29		SF17		SF17		sample		grazing		NA		NA		NA		NA		snow		snow		NA		Tate_2011_revised.xlsx		under snow

		29-06-2011		2011		06		29		SF15		SF15		sample		grazing		NA		NA		NA		NA		0		0		NA		Tate_2011_revised.xlsx

		29-06-2011		2011		06		29		SF7		SF07		sample		grazing		NA		12:58		NA		NA		10		10		NA		Tate_2011_revised.xlsx

		12-07-2011		2011		07		12		MC1		MC01		sample		grazing		NA		14:56		NA		NA		8		7		NA		Tate_2011_revised.xlsx

		12-07-2011		2011		07		12		MC2		MC02		sample		grazing		NA		14:32		NA		NA		2		13		NA		Tate_2011_revised.xlsx

		12-07-2011		2011		07		12		MC3		MC03		sample		grazing		NA		14:07		NA		NA		3		5		NA		Tate_2011_revised.xlsx

		12-07-2011		2011		07		12		MC4		MC04		sample		grazing		NA		14:02		NA		NA		5		19		NA		Tate_2011_revised.xlsx

		12-07-2011		2011		07		12		MC5		MC05		sample		grazing		NA		13:36		NA		NA		0		0		NA		Tate_2011_revised.xlsx

		12-07-2011		2011		07		12		MC6		MC06		sample		grazing		NA		13:24		NA		NA		0		0		NA		Tate_2011_revised.xlsx

		12-07-2011		2011		07		12		MC7		MC07		sample		grazing		NA		12:58		NA		NA		0		1		NA		Tate_2011_revised.xlsx

		12-07-2011		2011		07		12		MC8		MC08		sample		grazing		NA		12:50		NA		NA		0		1		NA		Tate_2011_revised.xlsx

		12-07-2011		2011		07		12		SF1		SF01		sample		grazing		NA		15:10		NA		NA		3		39		NA		Tate_2011_revised.xlsx

		12-07-2011		2011		07		12		SF2		SF02		sample		grazing		NA		15:00		NA		NA		6		38		NA		Tate_2011_revised.xlsx

		12-07-2011		2011		07		12		SF3		SF03		sample		grazing		NA		14:40		NA		NA		3		39		NA		Tate_2011_revised.xlsx

		12-07-2011		2011		07		12		SF4		SF04		sample		grazing		NA		14:40		NA		NA		1		31		NA		Tate_2011_revised.xlsx

		12-07-2011		2011		07		12		SF5		SF05		sample		grazing		NA		14:15		NA		NA		8		32		NA		Tate_2011_revised.xlsx

		12-07-2011		2011		07		12		SF6		SF06		sample		grazing		NA		13:50		NA		NA		7		4		NA		Tate_2011_revised.xlsx

		12-07-2011		2011		07		12		SF7		SF07		sample		grazing		NA		13:29		NA		NA		3		18		NA		Tate_2011_revised.xlsx

		12-07-2011		2011		07		12		SF8		SF08		sample		grazing		NA		12:40		NA		NA		11		17		NA		Tate_2011_revised.xlsx

		12-07-2011		2011		07		12		SF9		SF09		sample		grazing		NA		12:32		NA		NA		1		9		NA		Tate_2011_revised.xlsx

		12-07-2011		2011		07		12		SF10		SF10		sample		grazing		NA		13:00		NA		NA		12		14		NA		Tate_2011_revised.xlsx		Mud Flow

		12-07-2011		2011		07		12		SF11		SF11		sample		grazing		NA		12:45		NA		NA		4		2		NA		Tate_2011_revised.xlsx		Mud Flow

		12-07-2011		2011		07		12		SF12		SF12		sample		grazing		NA		11:55		NA		NA		0		1		NA		Tate_2011_revised.xlsx		Mud Flow

		12-07-2011		2011		07		12		SF13		SF13		sample		grazing		NA		12:30		NA		NA		1		2		NA		Tate_2011_revised.xlsx		Mud Flow

		12-07-2011		2011		07		12		SF14		SF14		sample		grazing		NA		12:00		NA		NA		4		3		NA		Tate_2011_revised.xlsx

		12-07-2011		2011		07		12		SF15		SF15		sample		grazing		NA		11:55		NA		NA		0		0		NA		Tate_2011_revised.xlsx		Shallow

		12-07-2011		2011		07		12		SF16		SF16		sample		grazing		NA		12:01		NA		NA		0		1		NA		Tate_2011_revised.xlsx		Sample site is below camp trail creek crossing to other campsite.  At time of sample, Duane Eastlick corssed with 6 head of pack stock to set up a camping party.  Also, there was a toilet seat in the creek above the sample site.

		12-07-2011		2011		07		12		SF17		SF17		sample		grazing		NA		11:38		NA		NA		3		0		NA		Tate_2011_revised.xlsx		N41.53166 W123/11979 Elevation 5.996

		09-08-2011		2011		08		09		MC1		MC01		sample		grazing		NA		14:05		NA		NA		15		17		NA		Tate_2011_revised.xlsx

		09-08-2011		2011		08		09		MC2		MC02		sample		grazing		NA		13:42		NA		NA		22		26		NA		Tate_2011_revised.xlsx

		09-08-2011		2011		08		09		MC3		MC03		sample		grazing		NA		13:15		NA		NA		22		40		NA		Tate_2011_revised.xlsx

		09-08-2011		2011		08		09		MC4		MC04		sample		grazing		NA		13:11		NA		NA		6		29		NA		Tate_2011_revised.xlsx

		09-08-2011		2011		08		09		MC5		MC05		sample		grazing		NA		12:39		NA		NA		0		1		NA		Tate_2011_revised.xlsx

		09-08-2011		2011		08		09		MC6		MC06		sample		grazing		NA		12:32		NA		NA		0		0		NA		Tate_2011_revised.xlsx

		09-08-2011		2011		08		09		MC7		MC07		sample		grazing		NA		12:19		NA		NA		1		8		NA		Tate_2011_revised.xlsx

		09-08-2011		2011		08		09		MC8		MC08		sample		grazing		NA		12:09		NA		NA		3		8		NA		Tate_2011_revised.xlsx

		09-08-2011		2011		08		09		MC9		MC09		sample		ungrazed		NA		14:31		NA		NA		1		1		NA		Tate_2011_revised.xlsx		Plates resembled those of stagnant water samples - algae

		09-08-2011		2011		08		09		SF1		SF01		sample		grazing		NA		15:10		NA		NA		0		18		NA		Tate_2011_revised.xlsx

		09-08-2011		2011		08		09		SF2		SF02		sample		grazing		NA		15:05		NA		NA		6		6		NA		Tate_2011_revised.xlsx

		09-08-2011		2011		08		09		SF3		SF03		sample		grazing		NA		14:28		NA		NA		10		18		NA		Tate_2011_revised.xlsx

		09-08-2011		2011		08		09		SF4		SF04		sample		grazing		NA		14:30		NA		NA		8		34		NA		Tate_2011_revised.xlsx

		09-08-2011		2011		08		09		SF5		SF05		sample		grazing		NA		13:35		NA		NA		14		62		NA		Tate_2011_revised.xlsx

		09-08-2011		2011		08		09		SF6		SF06		sample		grazing		NA		13:17		NA		NA		0		0		NA		Tate_2011_revised.xlsx

		09-08-2011		2011		08		09		SF7		SF07		sample		grazing		NA		13:15		NA		NA		20		22		NA		Tate_2011_revised.xlsx

		09-08-2011		2011		08		09		SF8		SF08		sample		grazing		NA		12:30		NA		NA		90		150		NA		Tate_2011_revised.xlsx

		09-08-2011		2011		08		09		SF9		SF09		sample		grazing		NA		12:22		NA		NA		8		36		NA		Tate_2011_revised.xlsx

		09-08-2011		2011		08		09		SF10		SF10		sample		grazing		NA		12:30		NA		NA		148		182		NA		Tate_2011_revised.xlsx

		09-08-2011		2011		08		09		SF11		SF11		sample		grazing		NA		12:10		NA		NA		282		504		NA		Tate_2011_revised.xlsx

		09-08-2011		2011		08		09		SF12		SF12		sample		grazing		NA		12:00		NA		NA		52		146		NA		Tate_2011_revised.xlsx

		09-08-2011		2011		08		09		SF13		SF13		sample		grazing		NA		12:03		NA		NA		2		0		NA		Tate_2011_revised.xlsx

		09-08-2011		2011		08		09		SF14		SF14		sample		grazing		NA		12:05		NA		NA		2		16		NA		Tate_2011_revised.xlsx

		09-08-2011		2011		08		09		SF16		SF16		sample		grazing		NA		12:57		NA		NA		2		8		NA		Tate_2011_revised.xlsx

		09-08-2011		2011		08		09		SF17		SF17		sample		grazing		NA		12:14		NA		NA		0		0		NA		Tate_2011_revised.xlsx

		09-08-2011		2011		08		09		SF18		SF18		sample		ungrazed		NA		13:00		NA		NA		2		4		NA		Tate_2011_revised.xlsx

		06-09-2011		2011		09		06		MC1		MC01		sample		grazing		NA		14:28		NA		NA		6		6		NA		Tate_2011_revised.xlsx		Lid cracked open, used dup

		06-09-2011		2011		09		06		MC2		MC02		sample		grazing		NA		14:14		NA		NA		2		4		NA		Tate_2011_revised.xlsx

		06-09-2011		2011		09		06		MC3		MC03		sample		grazing		NA		13:45		NA		NA		14		8		NA		Tate_2011_revised.xlsx

		06-09-2011		2011		09		06		MC4		MC04		sample		grazing		NA		13:50		NA		NA		304		404		NA		Tate_2011_revised.xlsx		Lower water level

		06-09-2011		2011		09		06		MC5		MC05		sample		grazing		NA		13:17		NA		NA		0		4		NA		Tate_2011_revised.xlsx		3 cows crossed 300' downstream

		06-09-2011		2011		09		06		MC6		MC06		sample		grazing		NA		13:00		NA		NA		26		52		NA		Tate_2011_revised.xlsx

		06-09-2011		2011		09		06		MC7		MC07		sample		grazing		NA		12:38		NA		NA		30		42		NA		Tate_2011_revised.xlsx

		06-09-2011		2011		09		06		MC8		MC08		sample		grazing		NA		12:28		NA		NA		16		34		NA		Tate_2011_revised.xlsx		Light grazing

		06-09-2011		2011		09		06		MC9		MC09		sample		ungrazed		NA		14:50		NA		NA		0		0		NA		Tate_2011_revised.xlsx

		06-09-2011		2011		09		06		SF1		SF01		sample		grazing		NA		15:10		NA		NA		0		30		NA		Tate_2011_revised.xlsx

		06-09-2011		2011		09		06		SF2		SF02		sample		grazing		NA		15:00		NA		NA		2		40		NA		Tate_2011_revised.xlsx

		06-09-2011		2011		09		06		SF3		SF03		sample		grazing		NA		14:10		NA		NA		6		52		NA		Tate_2011_revised.xlsx

		06-09-2011		2011		09		06		SF4		SF04		sample		grazing		NA		14:10		NA		NA		4		74		NA		Tate_2011_revised.xlsx

		06-09-2011		2011		09		06		SF5		SF05		sample		grazing		NA		14:00		NA		NA		6		276		NA		Tate_2011_revised.xlsx		good flow

		06-09-2011		2011		09		06		SF6		SF06		sample		grazing		NA		13:05		NA		NA		0		0		NA		Tate_2011_revised.xlsx

		06-09-2011		2011		09		06		SF7		SF07		sample		grazing		NA		13:00		NA		NA		16		28		NA		Tate_2011_revised.xlsx		Extensive cattle signs (pats on bank, trampling, grazed, cow trails)

		06-09-2011		2011		09		06		SF8		SF08		sample		grazing		NA		12:30		NA		NA		8		52		NA		Tate_2011_revised.xlsx

		06-09-2011		2011		09		06		SF9		SF09		sample		grazing		NA		12:22		NA		NA		4		20		NA		Tate_2011_revised.xlsx

		06-09-2011		2011		09		06		SF10		SF10		sample		grazing		NA		12:30		NA		NA		172		426		NA		Tate_2011_revised.xlsx		low flow, Extreme cattle use (heavy browsing, pats 2'-4' throughout meadow)

		06-09-2011		2011		09		06		SF11		SF11		sample		grazing		NA		12:05		NA		NA		0		0		NA		Tate_2011_revised.xlsx		low flow, Extreme cattle use (heavy browsing, pats 2'-4' throughout meadow)

		06-09-2011		2011		09		06		SF14		SF14		sample		grazing		NA		12:00		NA		NA		8		48		NA		Tate_2011_revised.xlsx

		06-09-2011		2011		09		06		SF18		SF18		sample		ungrazed		NA		13:00		NA		NA		0		4		NA		Tate_2011_revised.xlsx		medium flow, campsite above site

		04-10-2011		2011		10		04		MC1		MC01		sample		grazing		NA		13:30		NA		NA		10		14		NA		Tate_2011_revised.xlsx

		04-10-2011		2011		10		04		MC2		MC02		sample		grazing		NA		13:05		NA		NA		14		36		NA		Tate_2011_revised.xlsx

		04-10-2011		2011		10		04		MC3		MC03		sample		grazing		NA		12:37		NA		NA		24		28		NA		Tate_2011_revised.xlsx		cow trail below

		04-10-2011		2011		10		04		MC4		MC04		sample		grazing		NA		12:40		NA		NA		248		TNTC		NA		Tate_2011_revised.xlsx		more water flow than last time

		04-10-2011		2011		10		04		MC5		MC05		sample		grazing		NA		12:15		NA		NA		34		72		NA		Tate_2011_revised.xlsx		32 pairs crossed above 100 yds 1 hr and 15 min earlier

		04-10-2011		2011		10		04		MC6		MC06		sample		grazing		NA		12:00		NA		NA		176		150		NA		Tate_2011_revised.xlsx		Up from cow trail

		04-10-2011		2011		10		04		MC7		MC07		sample		grazing		NA		11:46		NA		NA		184		410		NA		Tate_2011_revised.xlsx		Output flow looks better

		04-10-2011		2011		10		04		MC8		MC08		sample		grazing		NA		11:40		NA		NA		214		450		NA		Tate_2011_revised.xlsx		Snow around lake, flock of canadian geese in Lake

		04-10-2011		2011		10		04		MC9		MC09		sample		ungrazed		NA		13:40		NA		NA		0		8		NA		Tate_2011_revised.xlsx

		04-10-2011		2011		10		04		SF1		SF01		sample		grazing		NA		14:40		NA		NA		6		68		NA		Tate_2011_revised.xlsx

		04-10-2011		2011		10		04		SF2		SF02		sample		grazing		NA		14:45		NA		NA		6		46		NA		Tate_2011_revised.xlsx

		04-10-2011		2011		10		04		SF3		SF03		sample		grazing		NA		14:00		NA		NA		24		46		NA		Tate_2011_revised.xlsx

		04-10-2011		2011		10		04		SF4		SF04		sample		grazing		NA		14:00		NA		NA		12		80		NA		Tate_2011_revised.xlsx

		04-10-2011		2011		10		04		SF5		SF05		sample		grazing		NA		13:30		NA		NA		146		254		NA		Tate_2011_revised.xlsx

		04-10-2011		2011		10		04		SF6		SF06		sample		grazing		NA		13:10		NA		NA		0		6		NA		Tate_2011_revised.xlsx		6 cows below creek, cows below gate

		04-10-2011		2011		10		04		SF7		SF07		sample		grazing		NA		13:00		NA		NA		6		310		NA		Tate_2011_revised.xlsx

		04-10-2011		2011		10		04		SF8		SF08		sample		grazing		NA		12:30		NA		NA		12		128		NA		Tate_2011_revised.xlsx

		04-10-2011		2011		10		04		SF9		SF09		sample		grazing		NA		12:25		NA		NA		4		42		NA		Tate_2011_revised.xlsx

		04-10-2011		2011		10		04		SF10		SF10		sample		grazing		NA		12:15		NA		NA		108		346		NA		Tate_2011_revised.xlsx		cows crossing the creek

		04-10-2011		2011		10		04		SF11		SF11		sample		grazing		NA		12:00		NA		NA		12		12		NA		Tate_2011_revised.xlsx		8 cows below meadow

		04-10-2011		2011		10		04		SF14		SF14		sample		grazing		NA		12:00		NA		NA		2		24		NA		Tate_2011_revised.xlsx

		04-10-2011		2011		10		04		SF16		SF16		sample		grazing		NA		12:01		NA		NA		78		304		NA		Tate_2011_revised.xlsx		Cold and dry weather. Rain yesterday

		04-10-2011		2011		10		04		SF17		SF17		sample		grazing		NA		11:23		NA		NA		12		14		NA		Tate_2011_revised.xlsx		Cold and dry weather. Rain yesterday

		04-10-2011		2011		10		04		SF18		SF18		sample		ungrazed		NA		12:45		NA		NA		2		4		NA		Tate_2011_revised.xlsx
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		This is Electronic Appendix E2 (2008 special study bacteria results) to the following report:

		Genzoli, L., C. Robinson, and J.E. Asarian.  2015.  Patterns of Fecal Indicator Bacteria in the Scott River Watershed, 2007-2014.  Prepared by Kier Associates and Quartz Valley Indian Reservation. Prepared for the Quartz Valley Indian Reservation, Fort Jones, CA. 47 p. + appendices

		The results of this 2008 special study are included in a separate file rather than combined with the main dataset (Appendix E1) because the organization of the data is substantially different





raw data

		Date		Time		Transect ID		Total Coliform (MPN)		E. coli       (MPN)		Tag Line Distance		Depth (cm)		Comments

		12/17/2008		10:40 AM		A121708-01		686.7		15.6		21.6		16

		12/17/2008		10:45 AM		A121708-02		648.8		8.6		36.8		25

		12/17/2008		10:50 AM		A121708-03		478.6		11.0		52		13.5

		12/17/2008		10:55 AM		A121708-04		547.5		4.1		67.2		15

		12/17/2008		11:00 AM		A121708-05		517.2		4.1		82.4		17

		12/17/2008		11:05 AM		A121708-06		547.5		9.7		97.6		53

		12/17/2008		10:50 AM		APTPB-03		547.5		9.8		52		13.5

		12/17/2008		10:40 AM		B121708-01		416.0		13.2		21.6		16

		12/17/2008		10:45 AM		B121708-02		517.2		7.3		36.8		25

		12/17/2008		10:50 AM		B121708-03		648.8		6.3		52		13.5

		12/17/2008		10:55 AM		B121708-04		387.3		6.3		67.2		15

		12/17/2008		11:00 AM		B121708-05		410.6		3.1		82.4		17

		12/17/2008		11:05 AM		B121708-06		290.9		6.3		97.6		53

		12/17/2008		10:50 AM		BPTPB-03		365.4		9.7		52		13.5

		12/17/2008		10:40 AM		C121708-01		387.3		7.5		21.6		16

		12/17/2008		10:45 AM		C121708-02		547.5		17.3		36.8		25

		12/17/2008		10:50 AM		C121708-03		461.1		9.7		52		13.5

		12/17/2008		10:55 AM		C121708-04		613.1		9.6		67.2		15

		12/17/2008		11:00 AM		C121708-05		517.2		9.7		82.4		17

		12/17/2008		11:05 AM		C121708-06		816.4		8.5		97.6		53

		12/17/2008		10:50 AM		CPTPB-03		648.8		6.3		52		13.5

		12/17/2008		10:40 AM		D121708-01		461.1		4.1		21.6		16		False positive for E. coli, counted cell as negative

		12/17/2008		10:45 AM		D121708-02		435.2		7.5		36.8		25

		12/17/2008		10:50 AM		D121708-03		517.2		11.0		52		13.5

		12/17/2008		10:55 AM		D121708-04		298.7		5.2		67.2		15		False positive for E. coli, counted cell as negative

		12/17/2008		11:00 AM		D121708-05		517.2		8.4		82.4		17

		12/17/2008		11:05 AM		D121708-06		517.2		9.7		97.6		53		False positive for E. coli, counted cell as negative

		12/17/2008		10:50 AM		DPTPB-03		613.1		6.3		52		13.5

		12/17/2008		10:40 AM		E121708-01		461.1		10.9		21.6		16

		12/17/2008		10:45 AM		E121708-02		648.8		6.3		36.8		25

		12/17/2008		10:50 AM		E121708-03		547.5		11.0		52		13.5

		12/17/2008		10:55 AM		E121708-04		517.2		9.8		67.2		15

		12/17/2008		11:00 AM		E121708-05		686.7		12.0		82.4		17

		12/17/2008		11:05 AM		E121708-06		217.8		7.5		97.6		53

		12/17/2008		10:50 AM		EPTPB-03		435.2		10.9		52		13.5

		12/17/2008		10:40 AM		F121708-01		344.1		9.7		21.6		16		False positive for E. coli, counted cell as negative

		12/17/2008		10:45 AM		F121708-02		517.2		4.1		36.8		25

		12/17/2008		10:50 AM		F121708-03		435.2		6.3		52		13.5

		12/17/2008		10:55 AM		F121708-04		488.4		8.5		67.2		15

		12/17/2008		11:00 AM		F121708-05		435.2		4.1		82.4		17

		12/17/2008		11:05 AM		F121708-06		387.7		14.8		97.6		53

		12/17/2008		10:50 AM		FPTPB-03		579.4		14.6		52		13.5
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data processing

																		Depth		16		25		13.5		15		17		53

		Time		Transect ID		Total Coliform (MPN)		E. coli       (MPN)		Tag Line Distance		Depth (cm)						Tag Line		21.6		36.8		52		67.2		82.4		97.6

		10:40 AM		A121708-01		686.7		15.6		21.6		16						10:40		15.6		13.2		7.5		4.1		10.9		9.7

		10:45 AM		A121708-02		648.8		8.6										10:45		8.6		7.3		17.3		7.5		6.3		4.1

		10:50 AM		A121708-03		478.6		11.0										10:50		11.0		6.3		9.7		11.0		11.0		6.3

		10:55 AM		A121708-04		547.5		4.1										10:55		4.1		6.3		9.6		5.2		9.8		8.5

		11:00 AM		A121708-05		517.2		4.1										11:00		4.1		3.1		9.7		8.4		12.0		4.1

		11:05 AM		A121708-06		547.5		9.7										11:05		9.7		6.3		8.5		9.7		7.5		14.8

		10:50 AM		APTPB-03		547.5		9.8										10:50		9.8		9.7		6.3		6.3		10.9		14.6

		10:40 AM		B121708-01		416.0		13.2

		10:45 AM		B121708-02		517.2		7.3		36.8		25

		10:50 AM		B121708-03		648.8		6.3										Depth		16		25		13.5		15		17		53

		10:55 AM		B121708-04		387.3		6.3										Tag Line		21.6		36.8		52		67.2		82.4		97.6

		11:00 AM		B121708-05		410.6		3.1										10:40		686.7		416.0		387.3		461.1		461.1		344.1

		11:05 AM		B121708-06		290.9		6.3										10:45		648.8		517.2		547.5		435.2		648.8		517.2

		10:50 AM		BPTPB-03		365.4		9.7										10:50		478.6		648.8		461.1		517.2		547.5		435.2

																		10:55		547.5		387.3		613.1		298.7		517.2		488.4

		10:40 AM		C121708-01		387.3		7.5										11:00		517.2		410.6		517.2		517.2		686.7		435.2

		10:45 AM		C121708-02		547.5		17.3										11:05		547.5		290.9		816.4		517.2		217.8		387.7

		10:50 AM		C121708-03		461.1		9.7		52		13.5						10:50		547.5		365.4		648.8		613.1		435.2		579.4

		10:55 AM		C121708-04		613.1		9.6

		11:00 AM		C121708-05		517.2		9.7

		11:05 AM		C121708-06		816.4		8.5

		10:50 AM		CPTPB-03		648.8		6.3

		10:40 AM		D121708-01		461.1		4.1

		10:45 AM		D121708-02		435.2		7.5

		10:50 AM		D121708-03		517.2		11.0

		10:55 AM		D121708-04		298.7		5.2		67.2		15

		11:00 AM		D121708-05		517.2		8.4

		11:05 AM		D121708-06		517.2		9.7

		10:50 AM		DPTPB-03		613.1		6.3

		10:40 AM		E121708-01		461.1		10.9

		10:45 AM		E121708-02		648.8		6.3

		10:50 AM		E121708-03		547.5		11.0

		10:55 AM		E121708-04		517.2		9.8

		11:00 AM		E121708-05		686.7		12.0		82.4		17

		11:05 AM		E121708-06		217.8		7.5

		10:50 AM		EPTPB-03		435.2		10.9

		10:40 AM		F121708-01		344.1		9.7

		10:45 AM		F121708-02		517.2		4.1

		10:50 AM		F121708-03		435.2		6.3

		10:55 AM		F121708-04		488.4		8.5

		11:00 AM		F121708-05		435.2		4.1

		11:05 AM		F121708-06		387.7		14.8		97.6		53

		10:50 AM		FPTPB-03		579.4		14.6







